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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 349509 EZV72 RS01510 WP 137165569.1 .MNRGINKVILVGNLGTDPEVRYMPNGNAVANLSLATSESWKDQQ.GQLQERTEWHRLTMYRRLAEVAGEYLKKGSQIYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENS...GGAPYEE.......GYGQSQEAYQRPAQQS.....R 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENS...GGAPYDE.......GYGQSQEAYQRPAQQS.....R 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGGNQGSGWNQAPAQTNY...........NQGGYSDNY 143
NTDB id 349509 EZV72 RS01510 WP 137165569.1 EGKLQTRKWQDQQGQDRYTTEIIVDQ....MQMLGGRNEGGNQGGGAPRQQ.QGGGQGNYGNNQGGGFNQNQGGGYQQQQ 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG....GMPAQ..............GGMNVPAQQGSWGQPQ 142
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NTDB id 1103 NMB RS07590 WP 002212976.1 QPAS.DAPSHP.QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAP.DAPSHP.QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 A..QNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 349509 EZV72 RS01510 WP 137165569.1 RPPQQNQNMGNQGGNQQGGQKP..PMAEPDFDFDDDIPF 190
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPAKQHQPMQQS..APQQYSQP..QYNEPPMDFDDDIPF 177
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