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NTDB id 349360 LAJLEIBI RS02030 WP 006444194.1 |FeMPRHYAACITASIINV N)REUVANHNQVNCINHINSIY Y]RN:SANN T /:Nele s QN =y uni s 394
NTDB id 125 BSU 00870 NP 387968.1 FGNIJ REFATG DEINR|YSL MAVLEKRPGLLLQNQDAYLK\AGGVKLDEPAIDLA || IASS DHPIENPHl CF GE GL 399
NTDB id 509 SM12261 RS00130 WP 078228442.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 279 KZH43 RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 238 SPD RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGL 395
NTDB id 204 SPR RS00140 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGL 395
NTDB id 169 SP RS00155 WP 074017595.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGL 395
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGL 395
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NTDB id 349360 LAJLEIBI RS02030 WP 006444194.1 450
NTDB id 125 BSU 00870 NP 387968.1 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 453
NTDB id 238 SPD RS00140 WP 074017595.1 453
NTDB id 204 SPR RS00140 WP 074017595.1 453
NTDB id 169 SP RS00155 WP 074017595.1 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 453

consensus Pl DUl DL DD Dok [okok * Do D Dok Do D oskooskokok

X non conserved
B similar
>50% conserved



