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WERGVNKVILIGNLG DPEVRYMPEGEAVAN ATSETWEDKATGEE E TEWHR T YEKLAEVAG YLRKGS[@VY
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WASIGUNKVILIGNLG DPEVRYMPRGEAVAN  ATSETWRDKITGEN E TEWHR T YKLAEVAG YLRKGSEVY
BWIGVNKVI GNLG DP REMPNG AVAR SVATSE WNDKTGER EfTEWHRI[J§ R [AEVAGQYLRKGSRVY
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EGNLQTRKWQDQBIGQDRY TE VVQGYNG MQMLGGREAN GHGNIP - GQIZQNPA
EGELQTRKWQDQSGQDRY TE VVQGYNG MQMLGGRENN BGlYIP SHGQEQIP A
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