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NTDB id 34919 TERTU RS16495 WP 015818489.1 MAKAKTAYVCNDCGADFAKWQGQCTECGAWNTLKEVRLGSSVKTSASGGRSGYAGSLE..AKVTPLAEINLEELPRFSSTLEEFD 83
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAP....ANRRAAFSHSVQTVQKPSPITSIETSEEPRVKTQLGEFN 81
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEV....KNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEV....KNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEV....KNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEV....KNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEV....KNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEV....KNARVSLTGE...KTKPMKLAEVTSINVNRTKTEMEEFN 78
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NTDB id 34919 TERTU RS16495 WP 015818489.1 RVLGGGFVPGSVVLIGGHPGAGKSTVLLQVLCQLAQQ.QDALYVTGEESLQQVAMRASRLGLPTANLQMLSATDVDAVVQAAAQV 167
NTDB id 125 BSU 00870 NP 387968.1 RVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSAIQEM 166
NTDB id 509 SM12261 RS00130 WP 078228442.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTEVERI 162
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 279 KZH43 RS00140 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 238 SPD RS00140 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 204 SPR RS00140 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
NTDB id 169 SP RS00155 WP 074017595.1 RVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEVERI 162
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NTDB id 34919 TERTU RS16495 WP 015818489.1 KPKIMVVDSIQVMHQAEIQSAPGSVSQVRECAAELTRFAKQSGTVLILVGHVTKDGSLAGPKVLEHIIDCSIMLEGSHDSRFRTL 252
NTDB id 125 BSU 00870 NP 387968.1 NPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRIL 251
NTDB id 509 SM12261 RS00130 WP 078228442.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 537 SMSK321 RS07120 WP 080550752.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 279 KZH43 RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 238 SPD RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 204 SPR RS00140 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
NTDB id 169 SP RS00155 WP 074017595.1 QPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRIL 247
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NTDB id 34919 TERTU RS16495 WP 015818489.1 RGIKNRFGAVNELGVFAMTEQGLKEVSNPSAIFLQRGDEVSSGSVVMVVWEGTRPLLVEIQALVDASSLGNPRRVAVGLEQNRLS 337
NTDB id 125 BSU 00870 NP 387968.1 RAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVS 336
NTDB id 509 SM12261 RS00130 WP 078228442.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 279 KZH43 RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 238 SPD RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 204 SPR RS00140 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
NTDB id 169 SP RS00155 WP 074017595.1 RAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRAS 332
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NTDB id 34919 TERTU RS16495 WP 015818489.1 MLLAILHRHGGLMVGDQDVFVNVVGGVKIMEPSADLALLFALVSSFRDHPLPRELVVFGEVGLAGEIRPVPSGQERIREAAKHGF 422
NTDB id 125 BSU 00870 NP 387968.1 LLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGF 421
NTDB id 509 SM12261 RS00130 WP 078228442.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 279 KZH43 RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 238 SPD RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 204 SPR RS00140 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 169 SP RS00155 WP 074017595.1 LIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
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NTDB id 34919 TERTU RS16495 WP 015818489.1 KKAIVPHGNAPRE.PIKGMEVVVVKKLSEALGAI... 455
NTDB id 125 BSU 00870 NP 387968.1 KRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
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