
logo MRTAEPRLRSLGSESAEQAGQRI LRLYHLYRLTVIGLVLVLVLSL I SSESLDEDTEQLVLKQLMAVHNPENLFHRAVGCSWCLYLVFSNI LVAVLVFLLEPPRPSRSQRLQLSHP I
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NTDB id 349140 EZZ81 RS04680 WP 025993973.1 MTAEPLSLGSAQAQRILRLYHLYRLVIGVLLVSLISSSLDTELLQMANPNLFRAGCWLYLVSNILVVVLLERPSRQSHLF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !!*! ! !*!!!!!!!!!!!! !!**!! !!!! !* *! * *! !!* !*!*!!! !!!! * !*** *!
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NTDB id 349140 EZZ81 RS04680 WP 025993973.1 SLALADAIMLSGLFYAAGGPSSGIGNLLIASVAISNVLLRGRIGLLIAAVSAIGIIYLTFYISLGTPSVSSDYVQAGLLG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! ! *!!*!!!!!*!!**!!!! !!* !!! !*!!!!!!!!*!!! *!**!!!!**!! *! * *!!!!! !!
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NTDB id 349140 EZZ81 RS04680 WP 025993973.1 AMCFAAAMLVQALTARMLNSEVLAKQRAADVDNLEELNALILQRMRTGILVLDARRQVLLANQGALNLLGHEQLVGEVID 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus *!!!!!***!!! ! **! !! !! ! !!!!!!!!!!!!!!!!!!!*! ! *!!!!!*!! !! ** * ! *
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VAHQQAQQLMKLAAGLGRLTAGIAHE
NTDB id 349140 EZZ81 RS04680 WP 025993973.1 HYCPQLVDRLRHWLINPVMVPRSLSTSAIGPELQPSFAAVNRGDQLQTLIFLEDLSQVAHQAQQLKLAALGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus ***! !******! *!! * !**! * !! *!!!! *!! ! * !!!!!!*!!*!*!!!!*!!!*!!!!!!!!!!!

logo I RNPLGAI
VSHAAQLLNQESEELDTAPDRRLGTQI IHQDQSKRR I

MNLVI ENVLQLSRRREQAEQPREQQVLDLKEYWLEQARFVADEFYPRGSRTALPRNPD
NTDB id 349140 EZZ81 RS04680 WP 025993973.1 IRNPLGAVSHAAQLLNESEELTAPDRRLGQIIHDQSRRINLVIENVLQLSRRREAQREVLDLKYWLEAFVAEFRSTAPPD 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!*!!!!!!!*!!!!! !!!!!! !!!*!!!*!*!!!!!!!!!!!!!! ! * !!!! !! !! !** **!
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NTDB id 349140 EZZ81 RS04680 WP 025993973.1 QRVETEIGVGMLTTRMDPEQLNQVVTNLLQNGLRYSRQHHSTAQVLLRLYHDQKSDLPTLEVLDDGPGVSEKHLSRLFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus ** *! ! * !!!!!*!!!!!**!!*!!!!!!! !*! *!! ! ! *!* !!!! !!**!!!!!!* *! !!!!

logo FFTTESKGTGLGLYLSRELCESNQAHRI
LDYARNPREEGGGGSCFMRITFAHPFRKLPS

NTDB id 349140 EZZ81 RS04680 WP 025993973.1 FFTTESKGTGLGLYLSRELCESNQAHLDYAPREGGGSCMRITFAHPFKPS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!!!!!!!!!!!!!!!!!!!!!!**!! *!! !! ! !!!!!!! !*!



X non conserved

X similar

X ≥ 50% conserved


