
logo

MA
M
E
M
T

P
Q
S

Q
R
P
Q
L
K
A
I
VLLIVDDEEPDLICRLELMLQEMITLAGRMGKI

L
K
DTHRLSACRYRNVAEKQEAKREQYLFLTAQRFEAHPYFDALCLTDLMNRLPDGNSGLEDLVKQYHVI SQQRNFHYAPHNQVTP I

V
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 349139 EZZ81 RS04675 WP 029243827.1 AMITAHGSLDTAIHALKAGAFDFLTKPVDLGRLRELVNSALRLTPVVQ...PIRALDNRLLGDSPPMRILRSQIAKLARS 156
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
NTDB id 349139 EZZ81 RS04675 WP 029243827.1 LAAIVLQRLATNSGLPAARLDAQALDTLKNYRFPGNVRELENMLERAYTLCENDEIHASDLRLTESAR....PQ...... 386
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 349139 EZZ81 RS04675 WP 029243827.1 ......ESDGPNLADIDNLEDYLEGIERKLILQALEETRWNRTAAAQRLSLSFRSMRYRLKKLGLD....... 446
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