
logo MRTADERSLPRSLSVESEPQAGQRI LRLYHLYRLTIGLVVLVLL I SSESLEDTEQLVLKQLAVHNPENLFHRSVGCSWCLYLVFNI LVAVLVFLLEPPRPSRSQRLQALPQFI F
NTDB id 349088 EZZ79 RS03570 WP 024664667.1 MTADSPSLVSPQAQRILRLYHLYRLTIGVVLVLLISSSLETELLQLANPNLFRSGCWLYLVFNILVVVLLERPSRQAQFF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !* * ! *!*!!!!!!!!!!!!!!!*!!!!!!!! !! *! ! *! !!* !*!*!!!!!!!! * !*** * !
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NTDB id 349088 EZZ79 RS03570 WP 024664667.1 GLAMTDAIMLSALFYAAGGPSSGIGNLLIASVAISNVLLRGRIGLLIAAVSAIGIIYLTFYISFGTPSVSNDYVQAGSLG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!*!! *!!**!!!!*!!**!!!! !!* !!! !*!!!!!!!!*!!! *!**!!!!**! *! *!*!!!!! !!
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NTDB id 349088 EZZ79 RS03570 WP 024664667.1 ALCFAAALLVQALTARMQVSEVLAEQRAADVDSLEALNALILQRMRTGILVLDANHQVLLANQSALHLLSQEQLVGQMID 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!!**!!! ! *! !!! !! ! !! !!!!!!!!!!!!!!!*! * *!!!!! !!*!! !* * ! *
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LSQIAHQQAQQLMKLAAGLGRLTAGIAHE
NTDB id 349088 EZZ79 RS03570 WP 024664667.1 TCSPQLVERLRQWLVNPIMVPRSITTAPVGLVLQPSFATLNRGDQRQTLVFLEDLSQIAHQAQQLKLAALGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus !! !*****!! *!! * !*** ! !* *!!!! *!!! ! * !*!!!!*!!!!*!!!!*!!!*!!!!!!!!!!!
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NTDB id 349088 EZZ79 RS03570 WP 024664667.1 IRNPLGAVSHAAQLLNESEELSAADRRLGQIIHEQSGRIDRVIENVLQLSRRREAQPELLDLKTWLEHFVAEFRSSTAPN 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!*!!!!!!!*!!!!! !*!!!! !!!**!! !* !!!!!!!!!!!! ! ! !!!! !! *!! !** *
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NTDB id 349088 EZZ79 RS03570 WP 024664667.1 QAIHVDISLGTLTTRMDSGQLTQIMTNLVQNGLRYSGKNHPSAQVWLKLHNEPRSDLPTLEVLDDGPGVSEQHLSKIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!* * ! * !!!!**!! !***!!!!!!!!!!* !* *!!!! !* *! !!!! !!**!!!!!!* *! *!!!

logo FFTTESKGTGLGLYLSRELCESNQAHRI
L
D
EYARNPREPETGGGSCFLR ITFAHPFRKLTS

NTDB id 349088 EZZ79 RS03570 WP 024664667.1 FFTTESKGTGLGLYLSRELCESNQAHLEYAPRPTGGSCLRITFAHPFKTS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!!!!!!!!!!!!!!!!!!!!!!***! *!* !! ! !!!!!!! ! !
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