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NTDB id 348848 EYZ66 RS10635 WP 009575691.1 SEFGVPLMDLRAFDNT.....QFPEDLVDIKLIQRHHALPLFKR...GKRLFIALADPTNLQALDEIK...FHTGINTEA 135
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEFAEPYFDLDVYDTS.....QIPKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIR...FNSKLLVEP 131
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEFGEPLLDLGVFDPA.....LFLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIR...FNSKLKVEP 131
consensus ***** *** ** * * ** *** ** *!* ** * ***!* *!*** ****** * ******

logo

A
L
I
V
V
L
I
A
V
T
D
E
D
T
F
Q
H

H
K
R
D
D
Q
A
E
K

F
L
A
N
Q
T
E
S

G
K
Q
R
T
A
V
A
L
L
I
E
G
D
S
R

E
H
N
W
Q
R

A
V
Y
H
L
G
L
T
F
Y
E
S
T
V
A
G

A
I
T
E
R
R
E
K
S
D
I
S
E
L
T

A
E
G
H
Q
S
G
H
I
L
W
F
Q

A
D
G
L
N
E
L
A
K
Q

A
E
L
N
S
E
L
Q
G
D
E
Y
G
L

V
K
L
R
F
E
D
I
E
Q
S
D
N
D
E
T
S
Q

R
D
G
E
ALDKLNQD

E
F
L
F
L
T
E
A
N
S
G
D
IVGS I

LEDEIMVGSENQALVGI
K
E
D
E
G
I
P
V
D

H
K
P
S
G
E

A
N
D
T
E

A
Q
S
T
D
D
H
Q
R
V
E
A
E
L
T
I
D

E
I
L
N
Q
D
A
E
G
S
Y
D
N

D
L
T
E
I
A
L
D
E
A
S
T
N
D
E
K
M
N
P
S
L

D
L
Q
V
E
S

G
K
T
A
Q

E
N
D
Q
D
E
G
T
S
AP I

V
I
P
S
V
N
K
R
L
F
Y
V
I
H
NQKTLVI

NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
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NTDB id 1110 NGFG RS09235 WP 003689817.1 LSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPV 258
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAI 267
NTDB id 1293 VP RS12240 WP 005479695.1 LLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAI 267
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NTDB id 1058 ABD1 RS01615 WP 001274986.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAI 271
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTI 271
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NTDB id 1293 VP RS12240 WP 005479695.1 DMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEIN 347
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NTDB id 348848 EYZ66 RS10635 WP 009575691.1 DMRVNTLPTLFGEKIVLRILDPTSATLGIDALGYEPHQKKLFTDALDKPQGMILVTGPTGSGKTVSLYTGLNILNTPERN 360
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSN 351
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHAN 351
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NTDB id 1293 VP RS12240 WP 005479695.1 ISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETI 427
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETV 427
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETL 436
NTDB id 348848 EYZ66 RS10635 WP 009575691.1 ISTAEDPVEINLDGINQVPVNPKVGLNFADALRSFLRQDPDVIMVGEIRDLETAEISIKAAQTGHLVLSTLHTNSAAETI 440
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