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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 348793 EYF70 RS30240 WP 131148689.1 ..MASVNKVIIVGNLGRDPEIRYMPSGDAIANIAVATSFKSKDRNTGEQKEITEWHRISFFGRLAEIVGQYLKKGSSVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFN.... 150
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPY...........DEG.YGQSQEAYQRPAQQSRQPA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPY...........EEG.YGQSQEAYQRPAQQSRQPA 140
NTDB id 348793 EYF70 RS30240 WP 131148689.1 EGRLQTRKYTDKDGVEKYATDIIAQ....EMQMLGGRQGMGGGDAM...........GGDDMGGYDA...PPS....RPA 136
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ...........GGMNVPAQQGSWGQPQ....QPA 145
consensus !!****!!*****!*********** ***!!**!* ****** ** ** * * * ***

logo

K
S
P
Q
R
D
H
A
Q
PSHGPGMQNEQQAASTPRAAPQAQPAYRPQSRAKQPAKQVAQPPYAENAEAPNPFMPVDMSENDMFIDDDIPF

NTDB id 1390 A4U84 RS00055 WP 021115958.1 ......GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAP.AAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAP.AAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 348793 EYF70 RS30240 WP 131148689.1 PR....PQQAAAPAPRPAPK..PAPNFSDMDDDIPF 166
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQHQ..PMQQSAPQQYSQPQ..YNEPPMDFDDDIPF 177
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