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NTDB id 348790 EYF70 RS26305 WP 131148024.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQLLTDNPLLERLDDPLDRSVRLLADGAINTTQGTGEAPPEG. 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!*!!*!! !!*!!!!!! **!! ! !* !!! *! ! * !** *
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NTDB id 348790 EYF70 RS26305 WP 131148024.1 GPPQDTP....AAPEPEPFDGGEGEGLDTGAGDTDWSSAGSSKGPDDD...DSRPQLEASHRSLREHLMEQMRVTVLEAR 152
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus !!* *****! * * *** ! ! ! *!!! * ! !*** **!! *** !!*!!!!* * ! *!
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NTDB id 348790 EYF70 RS26305 WP 131148024.1 DRGLVELIIDALDDNGYLEESLEEIHERMPEELEIEIGELRTALNLLQSFDPPGIGARNASECLALQIRRMPGVPLVTRR 232
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP...AKP 237
consensus !*!!! *!* !!! !!! !!*!!* *! !!!*!* !! !! *!!!!!!*!!!!! ! !!! !!* !** **** **
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NTDB id 348790 EYF70 RS26305 WP 131148024.1 MALCIVEKHLQWFAQRDFNKLKKALDCDDEDLREAQAVIRQCNPHPGAAFAADVSDYVVPDVVVKRGRNGWIVTLNNDVM 312
NTDB id 1425 RS RS02020 WP 011000369.1 LALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVM 317
consensus *!!*!! !! ! !!* *!!!!! *!! *!* !* *!! * !*!!*!!* !*!!!!!!!** !!* !!*!!!
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NTDB id 348790 EYF70 RS26305 WP 131148024.1 PRLRVNALYASLLKQGKGET...QMNAQLQEAKWLIKNMRQRFDTILRVAQAIVERQKNFFSHGAVAMRPLVLREIADTL 389
NTDB id 1425 RS RS02020 WP 011000369.1 PRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTL 397
consensus !!!!*! *!! *!* *!!******* !!!!*!!!!!* !!!!!!!!! !!!!!!!! !!*!! *!!!!!!!!!!!!!!
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NTDB id 348790 EYF70 RS26305 WP 131148024.1 GLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIVQFTGAEDPKNPLSDSKIADMLGEQGMVIA 469
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
consensus !!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!! ! !!!!!!!!!!!!*!!**!!!!! !*!

logo RRTVAKYREALKIPAPVNSLRKSL
NTDB id 348790 EYF70 RS26305 WP 131148024.1 RRTVAKYREALKIPPVSLRKSL 491
NTDB id 1425 RS RS02020 WP 011000369.1 RRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!*! !!!!!
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