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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 348773 EYF70 RS02120 WP 131143919.1 .MSTSPRVLVVDDEDDLRDLLEITLLKMGLDVDGAADLRSARAQLAAHEYDLVLTDMRLPDGLGLDLVREIAASGRNLPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 348773 EYF70 RS02120 WP 131143919.1 AVVTAFGSAENAVVALKAGAFDYVTKPLQLDQLRMMVQSALKLNVPSGPAVPST.VDSRLKGQSAAMQALRAQIARLARS 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE..AP.VDNRLLGESPPMRALRNQIGKLARS 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 348773 EYF70 RS02120 WP 131143919.1 MAPIAITGESGSGKELAAREIHAQGARADKPFIAVNCGAIPEALMEAEFFGYRKGAFTGAADERDGFFQAANGGTLMLDE 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 348773 EYF70 RS02120 WP 131143919.1 VADLPLPMQVKLLRAIQERRVRKIGATAEEPVDVRIVSATHQDLARCVEQGKFRQDLFYRLNVIELSLPPLRERLDDLPV 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANIS...NPFASA 397
NTDB id 348773 EYF70 RS02120 WP 131143919.1 LTDAILARLSAPGGPPA.TLGPGVLDALRGYSFPGNVRELENILERALAFSNDGVIGVADLALKGARLAEPQAATPAPAP 397
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS.......... 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AQSIQ...............TTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKK 462
NTDB id 348773 EYF70 RS02120 WP 131143919.1 AASVPVEAPVPLVSPAPAPAGERMPPLPDLSVLPSNLPAYLERVEREIIVRALDQTQYNRTQAAQLLGISFRQLRYQMQK 477
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ....................QEGAASL....SEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKK 441
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FGLDTETEQEV 473
NTDB id 348773 EYF70 RS02120 WP 131143919.1 LGIQEPEG... 485
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LGID....... 445
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