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NTDB id 259 KZH43 RS03480 WP 000491790.1 ..MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN 78
NTDB id 218 SPD RS03780 WP 000491790.1 ..MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN 78
NTDB id 184 SPR RS03565 WP 000491790.1 ..MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN 78
NTDB id 148 SP RS03910 WP 000491790.1 ..MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN 78
NTDB id 348295 EXA24 RS05645 WP 000042576.1 MSKPIKISKFKKNVSDSHFIHFFTVFSGIFLVMTVIILQVMRYGVYSSVDSSLKYISTHPKNYINMVMSRTAAYLDN..S 78
NTDB id 363 SMU RS05195 WP 002262215.1 ..MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEAE.N 77
consensus ***!**!*******!*!***!*!!**!!**!!*!!*!!!****!*!!!**!***************************
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NTDB id 259 KZH43 RS03480 WP 000491790.1 ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVS 158
NTDB id 218 SPD RS03780 WP 000491790.1 ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVS 158
NTDB id 184 SPR RS03565 WP 000491790.1 ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVS 158
NTDB id 148 SP RS03910 WP 000491790.1 ARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVS 158
NTDB id 348295 EXA24 RS05645 WP 000042576.1 N.IASVKLKPGGQTVANTDIILFTSEEEVINYFDAFSNYQFLKPNKKNLGGISELTLTNIFGQDETYHAVTVKVNNP.AY 156
NTDB id 363 SMU RS05195 WP 002262215.1 G.DASFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVNND.FY 155
consensus ******!*********!!**!!*************!**********!**!*!******!**!!*!*!*******!*****
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NTDB id 259 KZH43 RS03480 WP 000491790.1 TNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNR 238
NTDB id 218 SPD RS03780 WP 000491790.1 TNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNR 238
NTDB id 184 SPR RS03565 WP 000491790.1 TNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNR 238
NTDB id 148 SP RS03910 WP 000491790.1 TNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNR 238
NTDB id 348295 EXA24 RS05645 WP 000042576.1 PNVTYMTAIVNIDQLVNAKERYEKIIIFVMTTFWIISIGASIYLAKWAQKPIIENYERQKAFVENASHELRTPLAVLQNR 236
NTDB id 363 SMU RS05195 WP 002262215.1 PQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQNR 235
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NTDB id 259 KZH43 RS03480 WP 000491790.1 LETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFEN 318
NTDB id 218 SPD RS03780 WP 000491790.1 LETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFEN 318
NTDB id 184 SPR RS03565 WP 000491790.1 LETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFEN 318
NTDB id 148 SP RS03910 WP 000491790.1 LETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFEN 318
NTDB id 348295 EXA24 RS05645 WP 000042576.1 LETLFRKPNATILENSENIASSLDEVRNMRILTTNLLNLARRDDGIKPELAVIKPTLFDSIFENYDLIAQENGKNFTGHN 316
NTDB id 363 SMU RS05195 WP 002262215.1 LESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIIN 315
consensus !!*!!!!!*!!!***!!*!!!!!*!!!!!!*!!**!!!!!!!!!!!!!!********!***!*!!**!!*!!*******!
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VKYTDENEDGSE IWDLFDTLVIKSETATDKRSYNLFIYFLESL IVASDNGPQIG I SDETEDKVKRKI FDRFYRVDKARTRQQKG
NTDB id 259 KZH43 RS03480 WP 000491790.1 RIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKG 398
NTDB id 218 SPD RS03780 WP 000491790.1 RIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKG 398
NTDB id 184 SPR RS03565 WP 000491790.1 RIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKG 398
NTDB id 148 SP RS03910 WP 000491790.1 RIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKG 398
NTDB id 348295 EXA24 RS05645 WP 000042576.1 MIQDSFKTDKTLLKQLMTILFDNAIKYTDNDGSIDFTISETDKYLFLEIADNGPGISEEDKVRIFDRFYRVDKARTRQQG 396
NTDB id 363 SMU RS05195 WP 002262215.1 KVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKG 395
consensus *******!!**!!!!!!!!!!!!!*!!!**!!*!******!!**!*****!!!*!!!*!!!**!!!!!!!!!!!!!!!*!
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KDKNKPQRKGSVTMI FKEAIVRKLI LPAAKINVQKTGPSKKKK
NTDB id 259 KZH43 RS03480 WP 000491790.1 GFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 GFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 GFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 GFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 348295 EXA24 RS05645 WP 000042576.1 GFGLGLSLAQQIVNSLRGNITVIDNKPRGSIFKIKLPKVKG..... 437
NTDB id 363 SMU RS05195 WP 002262215.1 GFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK...... 435
consensus !!!!!!!!!*!!***!*!***!*!*!!*!**!**************
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