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NTDB id 34802 MSIP34 RS09730 WP 015830528.1 MFDFFKKDKTPPP..........................................................TPDVPA... 19
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 34802 MSIP34 RS09730 WP 015830528.1 ..............STPAPETPAAPAPTESAAENKLSWTERLKNGLAKTRSQLGNQLASLFGGGKIDEDVYEELETILLT 85
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 34802 MSIP34 RS09730 WP 015830528.1 SDVGVAATQALLEQIRQRVKRQSLSDTTQLKQALKDALLELLAPLEKPLVT.TTHQPFVIMLAGVNGAGKTTSIGKLANL 164
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus !*!* !! !* *! !! ! ! !* !!!*!! *!* !!!!!!! * !* !!!!!!!!*!!!!!!!!!!!!!
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NTDB id 34802 MSIP34 RS09730 WP 015830528.1 FQAQGKSVLIAAGDTFRAAAREQLQAWGDRNNVHVVAQESGDPAAVIFDAVNSAKARNIDIVLADTAGRLPTQLNLMEEI 244
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!! !!!!*!* ! *!!*!!!*!!!!* !!!! !!!!!!!!!!!!!!!!*!!!!!
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NTDB id 34802 MSIP34 RS09730 WP 015830528.1 RKVQRVIGKALPGAPHEILLVLDANTGQNAISQVKAFDDALGVTGLVLSKLDGTAKGGVIAAIAQARPIPIRYIGVGESI 324
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
consensus *!! !!* !!*!!!!!!!**!!!!! !!!!* !!!!!!!!!!*!!!***!!!!!!!!!**!!*! !!*!*!!!!!!! !
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NTDB id 34802 MSIP34 RS09730 WP 015830528.1 ADLRPFKAEEFVDALFS 341
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
consensus !!!!! ! !!!!!
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