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NTDB id 600 KW2 RS01765 WP 011675413.1 ..........MATKKKTN.FDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAG 68
NTDB id 269 KZH43 RS08665 WP 001085462.1 ...........MAKKPKK.LEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSG 67
NTDB id 228 SPD RS09265 WP 001085462.1 ...........MAKKPKK.LEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSG 67
NTDB id 194 SPR RS08825 WP 001085462.1 ...........MAKKPKK.LEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSG 67
NTDB id 159 SP RS09750 WP 001085462.1 ...........MAKKPKK.LEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSG 67
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ...........MAKKPKK.LDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSG 67
NTDB id 499 SM12261 RS08315 WP 078228268.1 ...........MAKKPKK.LDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSG 67
NTDB id 408 SMU RS09530 WP 002262392.1 ...........MAKRIKK.TEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAG 67
NTDB id 453 Spy49 1753c ACI62003.1 ...........MAKKLKK.NEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAG 67
NTDB id 115 BSU 16940 NP 389576.2 ...........................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIG 52
NTDB id 625 LCA RS02525 WP 011374196.1 .........................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVG 54
NTDB id 1313 DR RS12030 WP 010888966.1 MS.............KDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVG 66
NTDB id 1245 Cj1673c YP 002345041.1 ..........................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIG 53
NTDB id 1211 C694 RS00795 WP 000963128.1 ........................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIG 55
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ........................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIG 55
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..................MAKTETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVG 62
NTDB id 347879 Pla163 RS10390 WP 145192479.1 MTANDRAKAAAAKPKPTAAEAAKAAKVHAEREKKLDAALAEISKSYGTGSIMRMGDGAVIREIKGIKSGSLSLDMALGGK 80
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MA.........ENKKSSKNNTVVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIG 70
NTDB id 1130 NGFG RS03960 WP 003688695.1 ..........................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVG 54
NTDB id 1124 NGFG RS03960 WP 003688695.1 ..........................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVG 54
NTDB id 1123 OK783 RS03845 WP 003688695.1 ..........................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVG 54
NTDB id 1427 RS RS02760 WP 011000510.1 ME.........DG........KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVG 62
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ..........................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAG 53
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ..........................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAG 53
NTDB id 1205 PSJM300 05545 AFN77183.1 ..........................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIG 53
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ..........................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIG 53
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ..........................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIG 53
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NTDB id 600 KW2 RS01765 WP 011675413.1 GYPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLIT 148
NTDB id 269 KZH43 RS08665 WP 001085462.1 GYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLID 147
NTDB id 228 SPD RS09265 WP 001085462.1 GYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLID 147
NTDB id 194 SPR RS08825 WP 001085462.1 GYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLID 147
NTDB id 159 SP RS09750 WP 001085462.1 GYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLID 147
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLID 147
NTDB id 499 SM12261 RS08315 WP 078228268.1 GYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLID 147
NTDB id 408 SMU RS09530 WP 002262392.1 GYPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLID 147
NTDB id 453 Spy49 1753c ACI62003.1 GYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLID 147
NTDB id 115 BSU 16940 NP 389576.2 GYPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVR 132
NTDB id 625 LCA RS02525 WP 011374196.1 GYPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVS 134
NTDB id 1313 DR RS12030 WP 010888966.1 GIPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVR 146
NTDB id 1245 Cj1673c YP 002345041.1 GVPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIAR 133
NTDB id 1211 C694 RS00795 WP 000963128.1 GVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITR 135
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITR 135
NTDB id 1334 RA0C RS04870 WP 004918236.1 GYPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIR 142
NTDB id 347879 Pla163 RS10390 WP 145192479.1 GFPRGRIVEIYGPESSGKTTLTLHVVAAAQKEGGICAFVDAEHALDPSYARKLGVDLDDLLISQPDTGEQALEIVETLVR 160
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GLPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVR 150
NTDB id 1130 NGFG RS03960 WP 003688695.1 GLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVR 134
NTDB id 1124 NGFG RS03960 WP 003688695.1 GLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVR 134
NTDB id 1123 OK783 RS03845 WP 003688695.1 GLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVR 134
NTDB id 1427 RS RS02760 WP 011000510.1 GLPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVR 142
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALAR 133
NTDB id 1142 GTF74 RS11550 WP 000344154.1 GLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALAR 133
NTDB id 1205 PSJM300 05545 AFN77183.1 GLPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVR 133
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GLPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVR 133
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GLPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVR 133
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NTDB id 600 KW2 RS01765 WP 011675413.1 SGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPETTPGGR 227
NTDB id 269 KZH43 RS08665 WP 001085462.1 SGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGR 226
NTDB id 228 SPD RS09265 WP 001085462.1 SGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGR 226
NTDB id 194 SPR RS08825 WP 001085462.1 SGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGR 226
NTDB id 159 SP RS09750 WP 001085462.1 SGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGR 226
NTDB id 527 SMSK321 RS11065 WP 001085454.1 SGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGR 226
NTDB id 499 SM12261 RS08315 WP 078228268.1 SGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGR 226
NTDB id 408 SMU RS09530 WP 002262392.1 SGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPETTPGGR 226
NTDB id 453 Spy49 1753c ACI62003.1 SGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPETTPGGR 226
NTDB id 115 BSU 16940 NP 389576.2 SGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPETTPGGR 211
NTDB id 625 LCA RS02525 WP 011374196.1 SGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEVTPGGR 213
NTDB id 1313 DR RS12030 WP 010888966.1 SGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPETTTGGR 225
NTDB id 1245 Cj1673c YP 002345041.1 SGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPETTTGGN 213
NTDB id 1211 C694 RS00795 WP 000963128.1 SGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGN 215
NTDB id 1214 NCTC11637 00359 SQJ03206.1 SGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGN 215
NTDB id 1334 RA0C RS04870 WP 004918236.1 SGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPETTTGGN 221
NTDB id 347879 Pla163 RS10390 WP 145192479.1 SDAIDVIVIDSVAALVPRAEIEGEMGDSHVGLQARLMSQALRKLTAAIAKSDCLVIFINQIREKIGVM.FGSPETTTGGR 239
NTDB id 1389 A4U84 RS07560 WP 021112712.1 SGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPETTTGGN 229
NTDB id 1130 NGFG RS03960 WP 003688695.1 SGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGN 213
NTDB id 1124 NGFG RS03960 WP 003688695.1 SGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGN 213
NTDB id 1123 OK783 RS03845 WP 003688695.1 SGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGN 213
NTDB id 1427 RS RS02760 WP 011000510.1 SGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPETTTGGN 221
NTDB id 1165 A1552VC RS01565 WP 000344154.1 SGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGN 212
NTDB id 1142 GTF74 RS11550 WP 000344154.1 SGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGN 212
NTDB id 1205 PSJM300 05545 AFN77183.1 SNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPETTTGGN 212
NTDB id 1022 ACIAD RS06390 WP 004925639.1 SGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGN 212
NTDB id 1074 ABD1 RS10195 WP 000344167.1 SGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGN 212
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NTDB id 600 KW2 RS01765 WP 011675413.1 ALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSG 306
NTDB id 269 KZH43 RS08665 WP 001085462.1 ALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAG 305
NTDB id 228 SPD RS09265 WP 001085462.1 ALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAG 305
NTDB id 194 SPR RS08825 WP 001085462.1 ALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAG 305
NTDB id 159 SP RS09750 WP 001085462.1 ALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAG 305
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAG 305
NTDB id 499 SM12261 RS08315 WP 078228268.1 ALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAG 305
NTDB id 408 SMU RS09530 WP 002262392.1 ALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAG 305
NTDB id 453 Spy49 1753c ACI62003.1 ALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAG 305
NTDB id 115 BSU 16940 NP 389576.2 ALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSG 286
NTDB id 625 LCA RS02525 WP 011374196.1 ALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSG 288
NTDB id 1313 DR RS12030 WP 010888966.1 ALKFYASVRLDVRKIG....QPTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKKAG 301
NTDB id 1245 Cj1673c YP 002345041.1 ALKFYASVRLDVRKVA....TL.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDKSG 288
NTDB id 1211 C694 RS00795 WP 000963128.1 ALKFYASVRIDIRRIA....SL.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSG 290
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ALKFYASVRIDIRRIA....AL.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSG 290
NTDB id 1334 RA0C RS04870 WP 004918236.1 ALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSG 301
NTDB id 347879 Pla163 RS10390 WP 145192479.1 ALKFYSSVRCDIRRIG....QI.KEGDLVVGNRTKVTVVKNKIAPPFRKVEFDILYNRGISYEGDLLDLGMQAGYVIKSG 314
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ALKFYASVRLDIRRCG....VV.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKKSG 304
NTDB id 1130 NGFG RS03960 WP 003688695.1 ALKFYSSVRLDIRRTG....SI.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSG 288
NTDB id 1124 NGFG RS03960 WP 003688695.1 ALKFYSSVRLDIRRTG....SI.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSG 288
NTDB id 1123 OK783 RS03845 WP 003688695.1 ALKFYSSVRLDIRRTG....SI.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSG 288
NTDB id 1427 RS RS02760 WP 011000510.1 ALKFYASVRLDIRRIG....SI.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEKSG 296
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ALKFYASVRLDIRRTG....AI.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSG 287
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ALKFYASVRLDIRRTG....AI.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSG 287
NTDB id 1205 PSJM300 05545 AFN77183.1 ALKFYASVRLDIRRTG....AV.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSG 287
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ALKFYASVRLDIRRIG....QV.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAG 287
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ALKFYASVRLDIRRIG....QV.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAG 287
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