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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLARS 155
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
consensus !**!!!!**! !* !!!!!!!!***!!* * !* !***!!** * * ** !*!*! *****! ! !**!*

logo QAPVYFVITSGEASGSTGKSEVLVANRLVIHEQRLQSGSNPSR I
Q
S

S
E
R
G
A
PFVIAPTI

L
V

D
NCSGAIPESTQEQLLMEKSEFILFGEHEKKGSFTGAI

T
E
QDEKPQGALFILLQAKSAHSGGSTLFFLKDE

NTDB id 34786 MSIP34 RS01205 WP 015829224.1 QAPVFISGEAGTGKSLVARLIHQSSSRQSGAFITLDCSAIPEQQLEKEIFGEE.........DEPGALQKASGGTLFFKE 225
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
consensus !!!!***!!*!*!!**!!*!*! * ! ***!* **!*!!!****!*!*!!********* !**!*** !*!!*!!**!

logo

V
IAADELPMLSASMQVRKLLRAVIQDEKAKSVI SRAIPPVGGQSDQRKQEEIVADTI

VDFVRVI LICSATSQHKQRNDLADTLAELMMVEGRAQRGKQRFRQDLFYFYR I
L
H
NVMIADELDIRVLPAPLRDE I

R
G
P
REDVIALPAL

NTDB id 34786 MSIP34 RS01205 WP 015829224.1 IAALPLASQVRLLRAIQDKSISIPGQRKEETIDVRIISASQRNLTAMMERGQFRQDLYYRLNVIALDLPALRDIPEDIAA 305
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 34786 MSIP34 RS01205 WP 015829224.1 ISQYLLKRLCQSQKIDVPLIARETQQMLLQHYYPGNVRELETILERALTLHDGRSLQPSDLRLQTESKRVALE....... 378
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS.......... 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQS 400
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NTDB id 34786 MSIP34 RS01205 WP 015829224.1 ...........IEANGLPLPDYLESIEKQAILNALERTGHNKTAAAKLLGVSFRTLRYRLSKLGLGKDSDGDDDED 443
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID.......... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV... 473
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