
logo MFSFFKRKRKKSKPPQEPPTAPAALEPEVAAQPVQVAEATAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETP
VAELMPSAEAGP

NTDB id 347857 EXZ61 RS16865 WP 142812861.1 MFSFFKKKSPPPPAAAPVAAPVAA...............................................PAELPSAAP 33
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!**! *****! * ! * ************************************************!!*!! !*
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NTDB id 347857 EXZ61 RS16865 WP 142812861.1 AAAFSAASAAASPALGGSLIGSALVTPIDIPVPSATPPERQKWLDKLKAGLGKT....ASNISGVFVGAQIDEALYEDLE 109
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAK..EAV.AETVGEAV.GQVQ.EAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELE 155
consensus !! !! ***!*** *! !** ** ** * !**** ! *!! !!*!*****! * !!! !*!! ! !!!*!!
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NTDB id 347857 EXZ61 RS16865 WP 142812861.1 GALLMSDAGVPATEYVLKELRRKVKDSGITHPVALKNVLTATLTEMLQPLQKPLVIGA.QTPTVIMVAGVNGAGKTTSIG 188
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
consensus !* ! !**!!!!**!**! *! !* ** !* ! ! *** !! !!!!** * ! !!!*!!*!!!!!!!!!!
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NTDB id 347857 EXZ61 RS16865 WP 142812861.1 KLTKHLADSQATVLLAAADTFRAAAREQLTVWADRNTVEIISQDGADPAAVSFDAVSAGKARGKDVVLIDTAGRLPTQLH 268
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
consensus !! !* *!!!!!*!!!!!!!!!!! !* !! ! *!!! *!*!!!*!!!! !*!!!! !*!! !!!!!!!!!!!
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NTDB id 347857 EXZ61 RS16865 WP 142812861.1 LMEELKKIKRVIQKADGTAPHEVLLVIDGNTGQNAVTQVKAFDDALGLTGLIITKLDGTAKGGVLAAIARERPIPVYFIG 348
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIG 395
consensus !!!!*!!*!!!*!!! * !!!!***!*!*! !!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!*!!!*! *!!*!! *!!

logo VGEGKI
LDDELERPTFDNARAEFAVDQALLAD

NTDB id 347857 EXZ61 RS16865 WP 142812861.1 VGEKLDELETFNAREFAQALLA 370
NTDB id 1118 NGFG RS11455 WP 003696286.1 VGEGIDDLRPFDARAFVDALLD 417
consensus !!! *!*! *! !! ! !!!
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