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NTDB id 347806 Pan110 RS05945 WP 145105039.1 E YGPESSGKTT AQKGGAFIDAEHALDP AISMLGVN 159
NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT AQKGGAFIDAEALDPYALGVN 155
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT ARFNQKIAGGIWNAF IDAEHALDPAY ARWALGVN SQPD 154
NTDB id 228 SPD RS09265 WP 001085462.1 EIYGPESSGKTT ARFNQKIAGGPWNAF IDAEHALDPENY AFWALGVN SQPD 154
NTDB id 194 SPR RS08825 WP 001085462.1 EIYGPESSGKTT ARFNQKIAGGINNAF IDAEHALDPNY ALWALGVN SQPD 154
NTDB id 159 SP RS09750 WP 001085462.1 EIYGPESSGKTT ARFNQKIAGGIWNAF IDAEHALDPAY AFWALGVN SQPD 154
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NTDB id 408 SMU RS09530 WP 002262392.1 EIYGPESSGKTT ARFNQKBIGGINNAF IDAEHALDPINY ALWALGVN SQPD GEQ 154
NTDB id 115 BSU 16940 NP 389576.2 E YGPESSGKTT AIYQNIRGGOFNAF IDAEHALDPNY A[IML.GVN SQPD GEQ 139
NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT AIRYQ K[R]G GINA IDAEA DPIQY AjWAL.GVN SQPD GEQ 141
NTDB id 1313 DR RS12030 WP 010888966.1 EIYGPESGKTT SQPDIYGEQ 153
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NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT L SQPD GEQ 142
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NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT SQPDIIGEQ 157
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VIMAF DAEHAIIDPEUY ASNL G V] SQPD GEQ 141
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VIMAF DAEHAIIDPEUY AIRSNL G V)Y SQPD GEQ 141
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VIMAF DAEHAIIDPEUY ARSML G V] SQPD GEQ 141
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT SQPD GEQ 149
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT SQPD GEQ 140
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT SQPD GEQ 140
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQ 140
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT IGAFTIDAEHALDPNYARASLGV  DNLL 140
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INGAFIDAEHALDP[R]YARASL.GV  DNJLL 140
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