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NTDB id 347764 FF011L RS03170 WP 145350114.1 .MAKKSKTSSTTTRASSRAKAAGTDPKLKALLEREPGLKTTLEQIDNAFGKGAIMPLGAN.SNLSIPGIPTGSLSLDMAL 78
NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK.....KTNF.........DDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIAL 65
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK.....PKKL.........EEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIAL 64
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK.....PKKL.........EEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIAL 64
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK.....PKKL.........EEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIAL 64
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK.....PKKL.........EEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIAL 64
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK.....PKKL.........DEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIAL 64
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK.....PKKL.........DEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIAL 64
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK.....LKKN.........EEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIAL 64
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR.....IKKT.........EEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIAL 64
NTDB id 115 BSU 16940 NP 389576.2 ..............................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTAL 49
NTDB id 625 LCA RS02525 WP 011374196.1 ............................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEAL 51
NTDB id 1313 DR RS12030 WP 010888966.1 .......MSKDATK.........EISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLAL 63
NTDB id 1245 Cj1673c YP 002345041.1 .............................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLAL 50
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ...........................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLAL 52
NTDB id 1211 C694 RS00795 WP 000963128.1 ...........................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLAL 52
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MAKT...........ETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLAL 59
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV...........VKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLAL 67
NTDB id 1130 NGFG RS03960 WP 003688695.1 .............................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLAL 51
NTDB id 1124 NGFG RS03960 WP 003688695.1 .............................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLAL 51
NTDB id 1123 OK783 RS03845 WP 003688695.1 .............................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLAL 51
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........K...........KAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVAL 59
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .............................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIAL 50
NTDB id 1142 GTF74 RS11550 WP 000344154.1 .............................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIAL 50
NTDB id 1205 PSJM300 05545 AFN77183.1 .............................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIAL 50
NTDB id 1022 ACIAD RS06390 WP 004925639.1 .............................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIAL 50
NTDB id 1074 ABD1 RS10195 WP 000344167.1 .............................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIAL 50
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NTDB id 347764 FF011L RS03170 WP 145350114.1 GGQGIPRGRIIEIYGPESSGKTTLALHVCGEAQKEGGIAAIIDAEHAFDPSWAKKLGVELDTLLVSQPSSGEEAMQICEM 158
NTDB id 600 KW2 RS01765 WP 011675413.1 GAGGYPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEK 145
NTDB id 269 KZH43 RS08665 WP 001085462.1 GSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGK 144
NTDB id 228 SPD RS09265 WP 001085462.1 GSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGK 144
NTDB id 194 SPR RS08825 WP 001085462.1 GSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGK 144
NTDB id 159 SP RS09750 WP 001085462.1 GSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGK 144
NTDB id 499 SM12261 RS08315 WP 078228268.1 GSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGK 144
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGK 144
NTDB id 453 Spy49 1753c ACI62003.1 GAGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGK 144
NTDB id 408 SMU RS09530 WP 002262392.1 GAGGYPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGK 144
NTDB id 115 BSU 16940 NP 389576.2 GIGGYPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEA 129
NTDB id 625 LCA RS02525 WP 011374196.1 GVGGYPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADA 131
NTDB id 1313 DR RS12030 WP 010888966.1 GVGGIPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMEL 143
NTDB id 1245 Cj1673c YP 002345041.1 GIGGVPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVET 130
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILET 132
NTDB id 1211 C694 RS00795 WP 000963128.1 GIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILET 132
NTDB id 1334 RA0C RS04870 WP 004918236.1 GVGGYPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADS 139
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GIGGLPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDA 147
NTDB id 1130 NGFG RS03960 WP 003688695.1 GVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDT 131
NTDB id 1124 NGFG RS03960 WP 003688695.1 GVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDT 131
NTDB id 1123 OK783 RS03845 WP 003688695.1 GVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDT 131
NTDB id 1427 RS RS02760 WP 011000510.1 GVGGLPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADA 139
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDA 130
NTDB id 1142 GTF74 RS11550 WP 000344154.1 GAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDA 130
NTDB id 1205 PSJM300 05545 AFN77183.1 GIGGLPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDM 130
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GIGGLPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADM 130
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GIGGLPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADM 130
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NTDB id 347764 FF011L RS03170 WP 145350114.1 LVKSNAVDVIVIDSVAALVPKKELEGEIGDSHVGLQARLMSQSMRKLTGAISKSKCAVIFINQIREKIGVM.FGSPETTP 237
NTDB id 600 KW2 RS01765 WP 011675413.1 LITSGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPETTP 224
NTDB id 269 KZH43 RS08665 WP 001085462.1 LIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTP 223
NTDB id 228 SPD RS09265 WP 001085462.1 LIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTP 223
NTDB id 194 SPR RS08825 WP 001085462.1 LIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTP 223
NTDB id 159 SP RS09750 WP 001085462.1 LIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTP 223
NTDB id 499 SM12261 RS08315 WP 078228268.1 LIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTP 223
NTDB id 527 SMSK321 RS11065 WP 001085454.1 LIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTP 223
NTDB id 453 Spy49 1753c ACI62003.1 LIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPETTP 223
NTDB id 408 SMU RS09530 WP 002262392.1 LIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPETTP 223
NTDB id 115 BSU 16940 NP 389576.2 LVRSGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPETTP 208
NTDB id 625 LCA RS02525 WP 011374196.1 LVSSGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEVTP 210
NTDB id 1313 DR RS12030 WP 010888966.1 LVRSGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPETTT 222
NTDB id 1245 Cj1673c YP 002345041.1 IARSGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPETTT 210
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTT 212
NTDB id 1211 C694 RS00795 WP 000963128.1 ITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTT 212
NTDB id 1334 RA0C RS04870 WP 004918236.1 LIRSGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPETTT 218
NTDB id 1389 A4U84 RS07560 WP 021112712.1 LVRSGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPETTT 226
NTDB id 1130 NGFG RS03960 WP 003688695.1 LVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTT 210
NTDB id 1124 NGFG RS03960 WP 003688695.1 LVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTT 210
NTDB id 1123 OK783 RS03845 WP 003688695.1 LVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTT 210
NTDB id 1427 RS RS02760 WP 011000510.1 LVRSGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPETTT 218
NTDB id 1165 A1552VC RS01565 WP 000344154.1 LARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTT 209
NTDB id 1142 GTF74 RS11550 WP 000344154.1 LARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTT 209
NTDB id 1205 PSJM300 05545 AFN77183.1 LVRSNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPETTT 209
NTDB id 1022 ACIAD RS06390 WP 004925639.1 LVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTT 209
NTDB id 1074 ABD1 RS10195 WP 000344167.1 LVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTT 209
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NTDB id 347764 FF011L RS03170 WP 145350114.1 GGRALKFYCSCRIDVRRTGAL.....KDGEEQVGQRVKAKIVKNKVAPPFRIAEFDMMHSNGISYEGDVLDLGTTHKIVS 312
NTDB id 600 KW2 RS01765 WP 011675413.1 GGRALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIK 303
NTDB id 269 KZH43 RS08665 WP 001085462.1 GGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIK 302
NTDB id 228 SPD RS09265 WP 001085462.1 GGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIK 302
NTDB id 194 SPR RS08825 WP 001085462.1 GGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIK 302
NTDB id 159 SP RS09750 WP 001085462.1 GGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIK 302
NTDB id 499 SM12261 RS08315 WP 078228268.1 GGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIK 302
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIK 302
NTDB id 453 Spy49 1753c ACI62003.1 GGRALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQ 302
NTDB id 408 SMU RS09530 WP 002262392.1 GGRALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQ 302
NTDB id 115 BSU 16940 NP 389576.2 GGRALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQ 283
NTDB id 625 LCA RS02525 WP 011374196.1 GGRALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIIN 285
NTDB id 1313 DR RS12030 WP 010888966.1 GGRALKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIK 298
NTDB id 1245 Cj1673c YP 002345041.1 GGNALKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVD 285
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GGNALKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVD 287
NTDB id 1211 C694 RS00795 WP 000963128.1 GGNALKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVD 287
NTDB id 1334 RA0C RS04870 WP 004918236.1 GGNALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQ 298
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GGNALKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIK 301
NTDB id 1130 NGFG RS03960 WP 003688695.1 GGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIIN 285
NTDB id 1124 NGFG RS03960 WP 003688695.1 GGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIIN 285
NTDB id 1123 OK783 RS03845 WP 003688695.1 GGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIIN 285
NTDB id 1427 RS RS02760 WP 011000510.1 GGNALKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVE 293
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVE 284
NTDB id 1142 GTF74 RS11550 WP 000344154.1 GGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVE 284
NTDB id 1205 PSJM300 05545 AFN77183.1 GGNALKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVE 284
NTDB id 1022 ACIAD RS06390 WP 004925639.1 GGNALKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQ 284
NTDB id 1074 ABD1 RS10195 WP 000344167.1 GGNALKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQ 284
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