logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306
1168
1293
1401
1110
1251

DR RS10060 WP 027479822.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1

347674 EYR26 RS17270 WP 053502736.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306
1168
1293
1401
1110
1251

DR RS10060 WP 027479822.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1

347674 EYR26 RS17270 WP 053502736.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306
1168
1293
1401
1110
1251

DR RS10060 WP 027479822.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1

347674 EYR26 RS17270 WP 053502736.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306
1168
1293
1401
1110
1251

DR RS10060 WP 027479822.1

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1

347674 EYR26 RS17270 WP 053502736.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

A1552VC RS11070 WP 000957200.

A1552VC RS11070 WP 000957200.

A1552VC RS11070 WP 000957200.

A1552VC RS11070 WP 000957200.

1

1

1

1

1

1

ALS I DRRLCAITI LLDQOYLCDNDLQRALERHSEV RLADVL I DS VOCEKRIARA T EEAL 1 LVNLLAVQIDIAALR
MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
SIRI'QTALNLRAFIT"FALECDRLRVALVDIPLSSFSIETLEDDSCFDI EI'YQALREEV AITATHYIPELGCLE I'\WIPSCASDA
SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWATIATHYPELGLEIVVPSGASDA 160
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0

R KLGERL I THGOY | TDAQLQRVALDAQQQT EALCATL I SQRA I TEDRQRLYEVLAEQRE TTFLPNFPSGFH EEVLCS
GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0
................................................................................ 0

Tul .

LRADALRLLAVIPVWDETEQR VIVLTSDHIIRKRIPDIDAL I Rl LTRI "RDI 'S'R}K?/EI—I—IIIE\I:/\/t%EVu
LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGR 320
............................................................ 19
............................................................ 19
............................................................ 19
............................................................ 19
.................................................... MALATEEYRLQ 27
.................................................. MNSVSTTNLVGI 29
.................................................. MS..ALHTSPKF 27
.................................................. MS..AFTTPPKF 27



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
347674 EYR26 RS17270 WP 053502736.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
347674 EYR26 RS17270 WP 053502736.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1
347674 EYR26 RS17270 WP 053502736.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RS07725 WP 011946523.1
347674 EYR26 RS17270 WP 053502736.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

R [l

LLDLSV¥DY
SteTYRRREE,
REALXQXIVQARECKVKIPLOCEV I TELCFASIDENALSSEY LN -:f‘-\/l EeE s VESs
REALQVQAREGKVKPLGEVITELGFASPDEVDA KQNVGGR EDTIAQS GKEEPEMMAR Sl AQLEYEFEBP IQNPP

.............................. TQVSASETSMPEABBEL S TFHAQEMTHQEEH IjSelZE TS Ri§] Y
.............................. QVKJAS[E I SMPEAIRES SGFFlIS SEINNAHEES Tl S Q PEIAS QN Y
.............................. QVKJAS[EI SMPEAIRES SGFFQSHEIRT|AHEE(S VIelllS C T S|MN Qpel Y

.............................. AEHYYNESQI. €KEMLPMEFSDGVESSIPKSINNALMER VIZSY S T@MRR HN{PR
.............................. AIELHKLAAAEKIS LQYEBMKNK IESIAEQMNAL T ABQ NSRBI MERRRN C )bV
.............................. QAAAAKVP PQWFAEKKLESIAS QWA ANEVEIENNZT. MM S VIED A

AAKRAKQDTVAY)SEEEVHESIPSLINNITES A EISSEIZY FDIRD Ve T
.............................. MQQA KAKKFKQD.VPY DNFS SPLT AEI SLEFGEPL DL[eaY - Dig
* kX kk Kok ok

¢____

a@*ﬂ%ﬁu@mﬂﬁk%%@egﬁﬁ% $&£%ﬁg

DPKVAL KEWLPAMMAEKD ERYBEEKGFEKLNK
cQQ QAL ABA HRALQAA RR RSIQGAANQ
cQQ Q QAL MEABEFREINSTARRR RSLEHEKSG
CQT QUAXLMSSABEFREIMT AARIRR RSLGQEKSG
LMG Qi AVRLASRASD D Q)¥A GESRDWMGSRSTRILLQEL
PVN Q NTHABNAMSTDKIRS ABRIDNBL. TAKESIQGLSE

NQNAVK BEDQERRT EQW SNABIFGSSL

SQEPKD B HHKIREK GQH EESEJFDEFND

vV HDKLER SEH VEETHFNFDT

* ok Kk kkkk kk kk |k ok ookokokok ok |okokok ko ok ok ok * % * * % k

Ea BB LR o hﬁn&%géEQi@DEz e DR A e R RQD s

ELA .............
ISQBELANL) KVSDDELQSI PVH] RISGASDIHFEPYENMNYR R|BRDG L\Y
INQEELASL) VGADEI N TEL S QD ISIAUS RISGASDIHFEPYEJQUYRVR|RRIGDG L8
INQBELAGLY IGEDEI NI N[0] RISGASDIHFEPYERKIYRVR|AR[GDG L8
GEGQ El............ EESHTLYIBRMNEEA EPVP IlKlLlDA REIGASDIHFEYEERAR R R DG[L E V
DSG LEGLEMSADD. . .EDQDIDTATSVTsBA)EAY NK L DA RNGASDIHFEPYE)dAYR R R[EDG LEE I\§

..... IV PR N] VIV - [y WA 1y - ENYNEDERYP 'V (INK 'L ‘DA 'RWIGASD 'HFEPYEI®SYRVR ‘R /DG 'L AN
..... EE LDLDVE BY 1Ny 3 DIWBMMDENIP 'V INK L DA RNUSJASD HFEPYENSJYRVR R DG 'L :|H L4y
* Dk Dkl Dk Dokokk %

@s&%Mﬁm@R@Mgﬁaﬂ%ﬂh%ﬂM@%QME

IIPECeYY [a]o] WWIAR 'K MESLDIAERR 'PQDGR ' : I3WK[e i8] DI#R ' STLPT ' ‘GEKE\V 'R
PQDGRIKL LS DTAIDMRVSTLPTL GEK
PQDGRIKLKLINEMNATDRIRVSTLPTLFGEK
PQDGRIKLKLINEOMYA TDWIRVSTLPTLFGEK
PQDGR [MLpggrK[d¢ § DFRVSTLPTLFGEK

GN D. EMGDLDSTGD DMGAGGISGEAKG PVV NK L DA RGASDIHFEPYEYRVR.R DG L l AK
A

(S

PQDGEEK K SKN AIDFRVSTEPTEAGEK
PQDGRIKLIJLSKN [IDFRVSTLPTLFGEK
AIDFRV]] LPTLFGEK

§ NWIDFRV) LPTLFGEK
TIICIET IR Pkl NN

480
149
149
149
148
157
159
157
157

547
225
225
225
215
234
238
229
229

625
304
304
304
295
313
317
308
308



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1

347674 EYR26 RS17270 WP 053502736.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1

347674 EYR26 RS17270 WP 053502736.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RSO7725 WP 011946523.1

347674 EYR26 RS17270 WP 053502736.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1251 GCO85 RS07725 WP 011946523.1

347674 EYR26 RS17270 WP 053502736.

1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

o, TN bl AP UM, TSR

TGPTGSGKTVSLYTGLEILN|@@¥ NISTAEDPVEILPGINQVQV PK Gl¥¢
TGPTGSGKTVSLYT[LNILNTI® NI TAEDPREINLPGINQV VNEKﬁG
Al¢

TGPTGSGKTVSLYT LEILNDN¥INISTAEDPVEIRILPG NQVQENFKIHG
TGPTGSGKTVSLYTGLNILNTISSBINISTAEDPVEINLIGINQV VNPK G

TGPTGSGKTVSLYTGLNILNTIN#ANISTAEDPVEINLJAG NQV VNPK G
rrrrrrn | * * | | * ok k ok kk | ko |

UL

L

L

L

L TGPTGSGKTV LYT LNILNTps NISTAEDPVEIE PGINQV NPK
L R

L

L

]

EEEE L * 11

D0V RLE e A STk

Q
MVGEIRDLETAEIA KAAQTGHLVLSTLHTNSAAET
MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET
MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET
QDPDIIMVGEIRDLETA IAIKAAQTGH VESTLHTNJAREAT
QDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAET
QDPDIIMVGEIRDLETAEIATKAAQTGH VLSTLHTNBAR T
QDPDIIMVGEIRDLETAEIAIKAAQTGH V STLHTNSAJFET

QDPDIIMVGEIRDLETAEIAIKAAQTGHLV STLHTNJJAAET
N NN NN N N ey W e I

VeslAsSysL

Dl ox Dokokrkkorkk LD Lk lkrl |

;A T‘? Fé\%% ok b5 YéR VBV et s mghont sy s
NADPEV.RR E ANlMR PREG G TR ANV VEDB SRR THG AERP AAFIRDIALGES LR
.RPSALLQSQF QPN YEAN A . G[&dY¢S GR (CARAANIAFNTIHRAE A . AN[QUIQ
.EHTVQL.QH IQTTDNI .FRANPD .HGY AN[QUIS
.EPNSQL.QHEEIANTEQI . FQANPD . AN[QUIQ

ERPSASAISKE DEDMAK . DWK DR RGQGYKGR G YEVMIY .KE@UVD

DDFTNQGIHIE KEAPBVN . YL PR KIANG Q . SEULE

STLPEHAISLAE PEQMAN . ME .EGYKGREGIY VMg .KI[IRD

ADIPKQSIHLE EQDEAHPDFR NABRNIAAASE . KLEFNN

IQVPERSLLE PED AQPEFQ NARSIAATINE . TL{FNN

l* sl * > % %k k * %k * * * | *

s mgmawé

887
562
561
561
558
574
577
570
570

705
384
384
384
375
393
397
388
388

785
464
464
464
455
473
476
467
467

862
537
536
536
533
549
552
545
545



(>4 S

non conserved
similar
>50% conserved



