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NTDB id 602 KW2 RS03060 WP 011834647.1 julepg® PIHVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANSITIAQLLFLDAQDNTKDIYLYVNTPGGSVSAG 75
NTDB id 611 V4T04 RS07970 WP 003129593.1 juleyg PPyVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG 75
NTDB id 330 STU RS11365 WP 002949732.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANSITIAQLLFLDAQDNTKDIYLYVNTPGGSVSAG 72
NTDB id 298 STER RS01925 WP 002949732.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANSIIAQLLFLDAQDNTKDIYLYVNTPGGSVSAG 72
NTDB id 282 KZH43 RS03215 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG 72
NTDB id 246 SPD RS03495 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDSTKDIYLYVNTPGGSVSAG 72
NTDB id 244 SPR RS03300 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDSTKDIYLYVNTPGGSVSAG 72
NTDB id 242 SP RS03655 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDSTKDIYLYVNTPGGSVSAG 72
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS ITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG 72
NTDB id 445 SPYM3 RS01720 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG 72
NTDB id 34723 SMUGS5 RS07540 WP 255264555.1 IR OBIMIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANSITAQLLFLDAQDNTKDIYLY N PGGSVSAG 80
NTDB id 376 SMU RS07595 WP 255262720.1 RSN OBIMIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANSITAQLLFLDAQDNTKDIYLY N PGGSVSAG 80
NTDB id 1223 Cj0192c YP 002343650.1 N PGG G 73
NTDB id 86 BSU 34540 NP 391334.1 N PGGS AG T4
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NTDB id 602 KW2 RS03060 WP 011834647.1 IASSGKGKRFMLPNAEYIHQPMGGGGTQQTDMAIAELLKTR Q 155
NTDB id 611 V4T04 RS07970 WP 003129593.1 IASSGIWKGKRFMLPNAEYIRIHQPMGGTGRGTQQTDMA INAERLLKTRISML E[R 155
NTDB id 330 STU RS11365 WP 002949732.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRANILE[® 152
NTDB id 298 STER RS01925 WP 002949732.1 TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRINIL E[® 152
NTDB id 282 KZH43 RS03215 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIEY 152
NTDB id 246 SPD RS03495 WP 000613477.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRINA 152
NTDB id 244 SPR RS03300 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIEA 152
NTDB id 242 SP RS03655 WP 000613477.1 TIASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRINA 152
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIs# 152
NTDB id 445 SPYM3 RS01720 WP 002985850.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIs#3 152
NTDB id 34723 SMUGS5 RS07540 WP 255264555.1 LAIVDTMNFIKSDVQTIVMGMAASMGT ASSGIMKGKRFMLPNAEYMTHQPMGGTGGGTQQ DMATAAE[RLLKTR]S 160
NTDB id 376 SMU RS07595 WP 255262720.1 LAIVDTMNFIKSDVQTIVMGMAASMGT IASSGMKGKRFMLPNAEYIRIHQPMGGTGGGTQQ DMAIAAE[RLLKTR]S 160
NTDB id 1223 Cj0192c YP 002343650.1 Q .. 151
NTDB id 86 BSU 34540 NP 391334.1 INLLIMDK N 152
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NTDB id 602 KW2 RS03060 WP 011834647.1 E(NIH DAERDEIWMBJAISETLEYGFIDEIMIXNNE 199
NTDB id 611 V4T04 RS07970 WP 003129593.1 E(NIH DAERDjIWMBJAISETLEYGFIDEIMIXANNHS 199
NTDB id 330 STU RS11365 WP 002949732.1 HWUDAERDIWMSAMETLEYGFIDEIMJAN N8 196
NTDB id 298 STER RS01925 WP 002949732.1 HWUDAERDIWMSAMETLEYGFIDEIMJyN N8 196
NTDB id 282 KZH43 RS03215 WP 000613477.1 HEXDAERDIWMSAMETLEYGFIDEIMEINNS] 196
NTDB id 246 SPD RS03495 WP 000613477.1 HIXDAERDIYWMSAMETLEYGFIDEIMEINNS] 196
NTDB id 244 SPR RS03300 WP 000613477.1 HE\DAERDIyWMSAMETLEYGFIDEIMEINNS] 196
NTDB id 242 SP RS03655 WP 000613477.1 HEDDAERDIWMSAMETLEYGFIDEIMEINNS] 196
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 DAERDMWMSARETLI\YGF IDE I Mj3N NI 196
NTDB id 445 SPYM3 RS01720 WP 002985850.1 DAERDMWMSARRETLI\YGF IDE I MJ3N NI 196
NTDB id 34723 SMUGS5 RS07540 WP 255264555.1 DAERDMWMINAIMETLIMYGF IDE I Mj3N NI 204
NTDB id 376 SMU RS07595 WP 255262720.1 DAERDMWMINAIMETLIMYGF IDE I Mj3N NI 204
NTDB id 1223 Cj0192c YP 002343650.1 D/ T)3H0/ FIRUEYNQINA KIRqE LI KMLEKSFK . 194
NTDB id 86 BSU 34540 NP 391334.1 Dy RDIY KEALKLTHTED.K 197

consensus k| okokokokokokokokok koo Dok | L seokok | Doeokok | Do || ok *



(> S

non conserved
similar
>50% conserved



