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NTDB id 346969 EXW55 RS11290 WP 215560478.1 MSDRKQSGPGPGGPMGGGMRKIEKAKNFKGTMNKLLQYLKPYKLSILIVILFAIGSAAFTIVGPKILGNATTKLFEGLVS 80
NTDB id 370 SMU RS04260 WP 002263294.1 .......................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG 57
consensus *********************** ! * * *!!!*!! * **! ! ! !**!! ! ! * !!
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NTDB id 346969 EXW55 RS11290 WP 215560478.1 KVSGAPGAAIDFTYIGNIVILLLGLYILSTVFGIIQGYIISGVAQKVSYNFRKEIDEKINRMPLKYFDKTTHGEVLSRIT 160
NTDB id 370 SMU RS04260 WP 002263294.1 ........KIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVT 129
consensus ******** !! !! ! * ! !! * *!*! * !! ! ! ! *!!!**!!!!!! ***!* !!!*!

logo NDVDLTMVSTQSTFLNQSLMS
V
Q
S
I
M
I
V
A
T
A
S
I
V I LTI

L IGSVI
L
F
IMMI

L
K
S
I
T
N
S
G
W
A
Q
L
M
A
T
A
L
T
VAI

LL ISLVFPAVGSFMI
VL ISMTAVI

V
M
V
A
K
K
RSQKPLYFKKSQQAENYLAGDHVNSGQYVEE

NTDB id 346969 EXW55 RS11290 WP 215560478.1 NDVDTVSQTLNQSMSQIITSVITIIGVLIMMLSISWQMTLVALLILPVSMILIMAVVKRSQKYFKSQQEYLGHVNGQVEE 240
NTDB id 370 SMU RS04260 WP 002263294.1 NDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEE 209
consensus !!!! **!* !!!* ** *! *!! * !!* * !*! ** *! ** *!!* !! !! !**! ! !!!

logo

I
VYSGHNI

VVKSASFYNAKEI EQEQESKVKKQFEKNLVNDQTLFYAHSAMWKSQFFLSGI
MMMPI

LMQTF IGNFIGYVAMVCS I LVGAGTWLMAI
V
K
N
G
R
D
TIATMVGDTI LVAFMVQT

NTDB id 346969 EXW55 RS11290 WP 215560478.1 IYSGHNIVKAFNKEEEEVKKFEKVNDTLYHSAWKSQFLSGMMMPIMTFIGNIGYVAVSILGGWLAVKRTIAVGDILAFVQ 320
NTDB id 370 SMU RS04260 WP 002263294.1 VYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMT 289
consensus *!!!!!*! *! ! !! *!! !**! !!!!! !!*!!!*! !!!! !!! !*!*!* *!* ! *! !*!!*
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NTDB id 346969 EXW55 RS11290 WP 215560478.1 YVRSFTQPIAQVAQIANVLQSTAAAAERVFEFLEEEEEVPEAENPVKLQKVQGEVAFQDVQFGYNPDKIIINDFSSNIKP 400
NTDB id 370 SMU RS04260 WP 002263294.1 YVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKA 369
consensus !!! !!!!!!!*!! !!! !! !!!!!!*!!! *! * * ! !! ! ! ! ! !!! !!! !!*!!! * !*
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NTDB id 346969 EXW55 RS11290 WP 215560478.1 GQKVAIVGPTGAGKTTIVKLLMRFYDINSGAICIDGHDIKDFTREDLRNMFGMVLQDTWLFNGSIMENIRYGRLDATDEE 480
NTDB id 370 SMU RS04260 WP 002263294.1 GQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQ 449
consensus !!!*!!!!!!!!!!!!!! !!!!!!** ! !*!!!* !*! !! *** !*!!!!!!!!! !** !!* ! * !!!
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NTDB id 346969 EXW55 RS11290 WP 215560478.1 VIEAAKAAHVHNFVKTLPNKYQMELNEEASNVSQGQKQLLTIARALIADPKILILDEATSSIDTRTEVLIQKAMENLMEG 560
NTDB id 370 SMU RS04260 WP 002263294.1 VIAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEG 528
consensus !! !!!! *!!*!*!!!! ! ! ** *! !!!!!!!!!!!!* !***!!!!!!!!!*!!!!! !!!*!!**!!!!



logo RTSF IV IAHRLSTIRDNADL I LVMKRDGDNI IVEQGNSHDEEQLLMAKAEDNGFYADSLYNSQFETEGAEDVAS
NTDB id 346969 EXW55 RS11290 WP 215560478.1 RTSFIIAHRLSTIRDADLILVMKDGDIVEQGNHEELLKADGFYASLYNSQFEGADAS 617
NTDB id 370 SMU RS04260 WP 002263294.1 RTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
consensus !!!!*!!!!!!!!! !!!!!!!*!! !*!!! !* !* !!!! !!!!!! !*
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