
logo MLAQPSKMTRWEKEIKQERPYDNDQDEKRVKSESLATESKQLHKI
L
S
TPLVAVSLFLLVGKRGFLDTAEDEKSAI LRDLFLHNTEKDNAQDEFHYDPFELLMEKGMDKERATAVDER I

V
K
N
K
QAIQSNQGQ

NTDB id 346793 EXW48 RS22785 WP 215562151.1 MLQPKTRWKEKEYNDERVSELASKLKLSPLVVSLFLGRGLDTEDKILDFLNTENQEFHDPFLLEGMDRTVERVNKAIQNG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! * **! ! !***!!! !! * !! !! * !!*! *!*!!! * !! *!* !! *

logo EKQI LMI FYGDYDADGVSTSTSTVLML
Y
H
L
A
TLQEKLGSANQVDEFYIPDNRFKTEGYGPNEEQAFRSWAIHKESARGFSL I ITVDTGIAAVHEAKVAKEL

NTDB id 346793 EXW48 RS22785 WP 215562151.1 EQILIFGDYDADGVSSTTVLYLALQELGANVEFYIPNRFTEGYGPNEEAFRWAHSAGFSLIITVDTGIAAVHEAKVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!*!!*!* * !! ! !*!*!!!! !! !!!!!!! !!! * !!!!!!!!!!!!!!!!!!!!!!!!

logo GI
LDLVI ITDHHEPGPPELPDEAVLRAI IVHPKLQDPGCGTVYPFHKEYLAGVGVAFKLVAHALLGERLVPDEENLLDE I

LAAVIGTI
VADLVPSLHDGENRL IL

NTDB id 346793 EXW48 RS22785 WP 215562151.1 GIDLIITDHHEPPPELPEALAIIHPKLDGGVYPFHYLAGVGVAFKVAHALLGRVPENLLEIAVIGTVADLVSLHGENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!*!!!!* !!*!!! *!* !!!* !!!!!!!!!*!!!!!! *!* !!**! !!!*!!!!*!! !!!!*

logo
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LGLKAELFIKLVASGNGVDS IQGSEAINTEESTI
VGFQSLAPR I

LNAVGR I
LEDQADTPAVHLLLMSDEDPSEFEAEKELAAEE IDEQLNKEL

NTDB id 346793 EXW48 RS22785 WP 215562151.1 VKRGLKHMRMTKNIGLKALFKVANVSQSEITEESIGFSLAPRINAVGRLEDATPAVHLLLSDDPEEAKELAEEIDELNKL 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !! **! ! *!!! ! !* ! !!**!! !!!!*!!!!!*! ! !!!!!!*!*!* !! !!! !!! !!!

logo RKQDKI
MVKSKQI

MTDEEAIAEEMVENQNQFPGPELDNQKTAVI
LVLVAKAEGWNPGVI

VGIVASKLVDERFYRPATIVLCGIDEPEVKEGI
TAKGSARS IARGFDNLF

NTDB id 346793 EXW48 RS22785 WP 215562151.1 RKDIVKQITEEAIAEVENNFPPEDNKVLVLAKEGWNPGVIGIVASKLVERFYRPTIVLCIDPVKETAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQ..GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus ! *! *!*!!! !!***** !* *!*!! !!!!!!*!!!!!!!!*!!!!! !!!*!!* ! !!!!!!!! !! !!
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VTLVAEAS IAEDEMNQKMLASPFGMV
NTDB id 346793 EXW48 RS22785 WP 215562151.1 ANLSDCRELLPHFGGHPMAAGMTLHMNDVDELRRRLNEQAEVILTEEDFIPITAVDVFCKVEDVTLAAIEDMQKLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!*!!**!!!!!!!!!!!!!!!* !!**!! !!!! !* !!!!!!!!* !!* ! !!!*!* ! *!* ! !!!*
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NTDB id 346793 EXW48 RS22785 WP 215562151.1 GNPKPRIAVKDAELESIRAIGSDGSHLKMALRDGQATLDTIGFGFGAYAKEISPVAKVSVIGEASINEWNNFKKPQLMVQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!** ! ! !! *! !! *!*!! *! !!**!! ! ! ! **!**!! !!!!!!! !!!!!!*



logo DAIAVESAEWQLFDLWRGSKMRNTVWEADNTVASAELPKSAEKI
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NTDB id 346793 EXW48 RS22785 WP 215562151.1 DIAVEAWQLFDWRSMRNVEANVAELPKEKITMVYFSEEVLNKFSLEDYKEHMMH.....ASEVNHLDDQYIVLLDLPKGT 635
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !! !!!!! ! ! ! ! !! ! *! ! !* !! * ********* *!! !!!!!!*!*

logo DEMLARDRLFLEKGVGKAFPESR IYFTI
LFLYNQEHENDNHFLFLSTFVPATRDEHFKWYYASFLLSKQKRAGAPFDSLVKRKQHYGESEQLACKRHKGWSKVDETI

VNFMTKQVFFDELEG
NTDB id 346793 EXW48 RS22785 WP 215562151.1 DELRDLFKVGFPSRIYTLFYQENNHLFSTVPTREHFKWYYSFLSQKAPFSLRQYGEQLCRHKGWSKDTVNFMTQVFFELE 715
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus ! ! ! ! !!! *! ** ! !! ! !*!!!!!! !! ***! ** *! !**!!!!! *!*!!!! !!!*!
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NTDB id 346793 EXW48 RS22785 WP 215562151.1 FVTIKDGVIFMADKKQKRDLIESNTYREKMNHLQLEKELVYSTYQQLYTWFETIRNHKEVEQLG.... 779
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! ! !!* * !!!! *!*!! ! *** !* ! !!* ! ! * * ****

X non conserved

X similar

X ≥ 50% conserved


