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NTDB id 346669 EXW54 RS05620 WP 000572320.1 .SDNAFIKKLRAPIKTRPRFMEKKGLTYAERGTAVHTVMQHVDLKKPITVEVLQEQIAGMVNKELLTFEQAEEIAIEKVI 1115
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NTDB id 346669 EXW54 RS05620 WP 000572320.1 SFFDSDLGKRVLAAKSVEREVPFTMMLSAEEAYQDWQGNSGESILVQGVIDCMIEEEDGITLIDFKTDTIEGKFPGGFEQ 1195
NTDB id 119 BSU 10630 NP 388944.2 QFFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAH.EADEPLLVQGIIDCLYETEDGLYLLDYKSDRIEGKFQHGFEG 1188
consensus !!****! ***!! *!!*!!** !*! ! !*! ** !**!!!!*!!!* ! !!!* !*!*!*! !!!!!**!!!

logo AAKP I LEKDKRYEKTVQI
L
Q
SLYATKALVEKQI

S
A
L
K
Q
H
T
K
PVKEGCKACLYFFDGGNHYI

V
L
V
N
T
I
L
EE

NTDB id 346669 EXW54 RS05620 WP 000572320.1 AKPILEDRYKVQLSLYAKALEKSLQHPVKEKCLYFFDGNYVVNIEE 1241
NTDB id 119 BSU 10630 NP 388944.2 AAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL.. 1232
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