
logo

MNVPVEKNSSFSK
M
E
G
L
QQQVI

M
T

A
L
A
C
R

S
G
K
R
H
Q
F
L
T
L
A
L
R

A
E
T

Q
ELASDFSDTLQNRSNDENTLMYI

Q
D
E
L
W
H
K
I S
K
K
L
N

G
P
R

E
Q
Y

V
I
K
T
V

A
C
R

E
R
V

N
P
Q

A
G
S

F
I
V

K
L
S

I
K
R

K
N
V

A
K
H
R
S

K
R
L
Y
M
R
VCNQRCQGNQI

T
V

D
E
V

P
Q
P
R
L
Q
YFASFSFYHLTSCKR

NTDB id 615 LCA RS02545 WP 011374200.1 ............MGQQVIACGRQFTAAQLADTQNNNY.....SLPQIKRRPAFLRVKHRLVCQRCQQVVPPQ....TC.. 57
NTDB id 346501 EXW45 RS26920 WP 098909950.1 .................MLAGKQLLLEELSSDLRDTLQDLK.KKREVVCVQGVKKKASKYMCQRCGNIEQRLFASFLCKR 62
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSF..SDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHS.. 76
consensus * ** ***** *!* * * * * * *** * * ***!*!!****** * * *

logo

C
L
S

G
P
S

D
K
R

G
N
V

C
K
R

H
L
TYCARKQSC I

L
V

L
M
T

F
MGRLVVSECEGADVPVWLVYRSTGVWI

K
P

A
E
C
E
H
N
R

E
K
L

F
G
S

N
E
K
N
W

G
K
N

I
L
S

I
N
P

S
KLQTWDENGKQTLTSPSTHGQQELKAANQAGVLVVI EVAVIKQSTKQKDEKERSHLYFLVLITWAVTCGAGKTEML

NTDB id 615 LCA RS02545 WP 011374200.1 LPDGRHYCAQCLLFGRLVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEML 137
NTDB id 346501 EXW45 RS26920 WP 098909950.1 CSRVCTYCRKCITMGRVSECAVLVRGIAERKGEKGLNSLQWNGTLSTGQELAAQGVIEAIKKKDSYFIWAVCGAGKTEML 142
NTDB id 108 BSU 35470 NP 391427.1 SGKNKLYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEML 156
consensus * * !!* !***!!**! !** ** * * *!*!*! !***!**!!****!** *** ***!!*!!!!!!!!

logo FPQYGIAELESVALNQQKGELQRVCLIAATPRVTADVCVLELYAPRLKQEAVAFAPQGHTAITDNSVIAMSLAMLHYGEGQSDTVEDKPREGYKRDLYASTAPQLMVVIACSTTHQLLKRFYKYDHRAI
F
H
D
T
V
V
M
V
I
I
VDE I

VD
NTDB id 615 LCA RS02545 WP 011374200.1 FQGILVALQKGQRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVD 217
NTDB id 346501 EXW45 RS26920 WP 098909950.1 FYGIAEALQKGERVCIATPRTDVVLELAPRLQEVFPHINVAALYGGSVDREKDAALVVATTHQLLRYYRAFHVMVVDEID 222
NTDB id 108 BSU 35470 NP 391427.1 FPGIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVD 236
consensus ! !! !!**! !!!*!*!!**!*!!!*!!!***! * ***!** ** * * !** !!!!!!*** !******!!*!

logo AFPFYSVYDANDHPQMTVLAKQFTYAVEQKQACMRKEKPKNQACSTARL ILVYLSTATPDPTEKPAEKI
L
WKRAKNAFIALRANSKGKQLMQHKTGSVI

S
V

E
I
R

I
L
V

S
P
A
G
LRFHYHGRKHLPLPVEPLQRRFCHVVWACFGNWRKAKKQSLHKNKQRGKNRKLIPKPR

NTDB id 615 LCA RS02545 WP 011374200.1 AFPFVDNPVLATAVEQACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPK 297
NTDB id 346501 EXW45 RS26920 WP 098909950.1 AFPYYADHMLKYAVQQAMKEKAARIYLTATPDEKWKRNFRSGKQKGIIVSGRYHRHPLPVPLFCWCGNWKKSLHQKKIPR 302
NTDB id 108 BSU 35470 NP 391427.1 AFPYSADQTLQFAVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPP 316
consensus !!!* ** *! *!!**! ! * ***!!*!!! *!! *** * ***!*!***!!*! * ***!!** ! * **!*

logo

A
F
R

V
L
E
K
L

Q
R
D
W
C
I
L

Q
E
F
M
T

H
Y
L
V
S
K
E
K
G
K
T

Q
R
Y

Q
P
V
I
L
FLFVPHQSVSR I

L
Y

I
L
Q
E
E
K
P

A
L
V

S
A
A
L
N

C
I
R

F
L
S
K
G
T
V
L
D
H
L

PACP
VRTIADEGSTLVHANEDKPDHMQRI

K
K
EKI

V
A
Q
T

Q
AFRADKQGEQLIDPQLML IVTTTI LERGVTFVPK

NTDB id 615 LCA RS02545 WP 011374200.1 RLERDCQTYLK.TQQILLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFK 376
NTDB id 346501 EXW45 RS26920 WP 098909950.1 FLLQWLEMYVSKKYPIFLFVPHVRYIEELSLILKTLD..PRIDGVHAEDPMRKEKVAAFRKGEIPLLVTTTILERGVTVK 380
NTDB id 108 BSU 35470 NP 391427.1 AVKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGVH..CRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVP 394
consensus * **** *** ***!!!! !**** ** **** !****!!*!* ***!* *!! *** !**!!!!!!!!!!**

logo

K
N
L
V
A
Q
T
V
A
G
LVLGAEEHSEMSVI FNSTEASVALVQIAGRTAGRSHFKDEEYPADQYNGDEPVHIVFYYFYHCFQDGYKTEKRSAI

M
K
L
V

D
G
RACKRKRQHIQKESTQMNEKQKLRGAAKREKRLQVEGQCLS ITVD

NTDB id 615 LCA RS02545 WP 011374200.1 NVAVLVLGAEHMVFNEAVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 346501 EXW45 RS26920 WP 098909950.1 NLQVAVLGAEEEIFSESALVQIAGRAGRSFEEPYGEVVYFHCGKTEAMVRAKRHIQSMNKKAKEQGLID 449
NTDB id 108 BSU 35470 NP 391427.1 KVQTGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
consensus *****!!!!! *!*!**!!!!!!!*!!***** **!**** **!**** !***!***! ***** **

X non conserved

X similar

X ≥ 50% conserved


