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NTDB id 602 KW2 RS03060 WP 011834647.1 jUled'g PINZVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDMANS 75
NTDB id 611 V4T04 RS07970 WP 003129593.1 jUled'g PINWVIEQ SRGER YDIYSRLLKDRIIMLTGPVED[¢MANS 75
NTDB id 282 KZH43 RS03215 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 246 SPD RS03495 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 244 SPR RS03300 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 242 SP RS03655 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 330 STU RS11365 WP 002949732.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS 72
NTDB id 298 STER RS01925 WP 002949732.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS 72
NTDB id 376 SMU RS07595 WP 255262720.1 IR OBIMIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 80
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 445 SPYM3 RS01720 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 1223 Cj0192c YP 002343650.1 U TPRJVIE SRGERSYDIYSRLLKDRIIML Gjd BDIJ#AINS AQLLFL A DITKDIYLY N PGG] 73
NTDB id 346434 EXW41 RS13655 WP 000991621.1 AT PNV EQTFSRGERSYDIYSRLLKDRIIM [ ND \YAES AQLLFL A DINIKDIYLY N PGGSH AG 74
NTDB id 86 BSU 34540 NP 391334.1 T4
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NTDB id 282 KZH43 RS03215 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIEA 152
NTDB id 246 SPD RS03495 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRLEA 152
NTDB id 244 SPR RS03300 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIEA 152
NTDB id 242 SP RS03655 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRLEA 152
NTDB id 330 STU RS11365 WP 002949732.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRAN 152
NTDB id 298 STER RS01925 WP 002949732.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRAN 152
NTDB id 376 SMU RS07595 WP 255262720.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQ DMAIAAEMNLLKTR/EY 160
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NTDB id 1223 Cj0192c YP 002343650.1 IFDTMN IKIEDVETI[ERGERAASMGING MSEGINIGKRFIALPN M IHQPMGGINIGHEE 151
NTDB id 346434 EXW41 RS13655 WP 000991621.1 DTMNIBIK|gDVQT [8MGJgA ASIGGEA .. 152
NTDB id 86 BSU 34540 NP 391334.1 .. 152
consensus L B B B e I N B I Dokl bk Dl bk DL 1 (RS Px kx| * ok x

" s o AR LBV F D bl

NTDB id 602 KW2 RS03060 WP 011834647.1 199
NTDB id 611 V4T04 RS07970 WP 003129593.1 . 199
NTDB id 282 KZH43 RS03215 WP 000613477.1 NSGQ HEADAERDNWMSAMNETLEYGFIDEIMEINNKIL IS 196
NTDB id 246 SPD RS03495 WP 000613477.1 NSGQ HEDAERDNWMSANETLEYGF IDEIMEINNSILUMS 196
NTDB id 244 SPR RS03300 WP 000613477.1 NSGQ HEADAERDNWMSANETLEYGFIDEIMEINNEILIS 196
NTDB id 242 SP RS03655 WP 000613477.1 NSGQ HEADAERDINWMSANETLEYGF IDEIMEINNSIL S 196
NTDB id 330 STU RS11365 WP 002949732.1 NSGQ HWUDAERDNWMSANETLEYGFIDEIMpNN[NL KR 196
NTDB id 298 STER RS01925 WP 002949732.1 NSGQ HWUDAERDNWMSAMNETLEYGFIDEIMpSNN{NL KR8 196
NTDB id 376 SMU RS07595 WP 255262720.1 NS G| HID AERDMWMBJAISETLI{YGF IDE I MIAN NJAL KB 204
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 pRHAQNEEK HISDAERDMWMSAIRETLEYYGF IDE I MJ3NN|2L K8 196
NTDB id 445 SPYM3 RS01720 WP 002985850.1 ILA[NN Gl HIMDAERDYWMS AIRETLE\YYGF IDE I MJ2NNIAL KR8 196
NTDB id 1223 Cj0192c YP 002343650.1 N QIS .. 194
NTDB id 346434 EXW41 RS13655 WP 000991621.1 193
NTDB id 86 BSU 34540 NP 391334.1 197

consensus Rokok fokokkkokkkokk  Lkk LD kokk | ] *



(> S

non conserved
similar
>50% conserved



