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NTDB id 346074 EXW62 RS05740 WP 215555575.1 EEALLAEASEVMSASSNTFGMLNNADLKFPSIKGEDGEEVEITHGRYIQFLESDDRRVREDAFKAVHETYGKYKNTFAST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
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NTDB id 346074 EXW62 RS05740 WP 215555575.1 LSGAVKRNNFNARVRKYDSARQAALSNNNIPEAVYDQLIESVNDNLHLLHRYIDIRKRALGLDELHMYDLYTPLVPEVKM 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ET 311
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NTDB id 346074 EXW62 RS05740 WP 215555575.1 NVKYEEAQEMLLKSLNVLGDEYVEILKEAYENRWVDVYENKGKRSGAYSSGAYGTNPYILMNWHDNVNNLFTLAHEFGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
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consensus *!! *!! !!!*!!!!!*!!*!!*!!!*!! *! * !!! ! ! ! *!!!!!*!!*!!!!!!! !!!!!! !!

logo

E
SGHQAIALTAPDFML

M
N
T
E
K
I
LYAYDLNEKKYFYGNDLAKALEVDIDNKYE IGQFLEWESR IPHFYMYNYYVYQYATGFASAASTAYLASEKKQI LVEHEGGTEQEPADKVEARYI L

N
E
T
F
Y

NTDB id 346074 EXW62 RS05740 WP 215555575.1 EGHAATPDMLTEIYYDLNKKYFGDALVIDKEIGLEWSRIPHFYYNYYVYQYATGFSAATALSKQILEEGQPAVERYINEF 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAY.LTY 550
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NTDB id 346074 EXW62 RS05740 WP 215555575.1 LKAGSSDYPIEVLKKAGVDMASPEPVKEALQVFEEKLNELEALLFEEK... 608
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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