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NTDB id 96 BSU 24730 NP 390353.1 ................................................................................ 0
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NTDB id 346040 EXW38 RS20935 WP 016106153.1 ......................................MNSVELFANMIMKEACRVQASDLHIVPRQKDVAIQLRIGKDL 42
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NTDB id 346040 EXW38 RS20935 WP 016106153.1 ITKRCIEKEFGEKLVSHFKFLASMDIGERRKPQNGSLYLQIDG.SEVYLRLSTLPTVYQESLVIRLHLQASV.QPLSHLS 120
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NTDB id 346040 EXW38 RS20935 WP 016106153.1 CRGKCST..LCKSMRQVRQASIYELLYGYELKQAIKEASGEHVTYHYETLESSVRKGYALGFLEEDVYV........ 347
NTDB id 96 BSU 24730 NP 390353.1 CENGCSS.VYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
NTDB id 1384 A4U84 RS08525 WP 010787006.1 CRGVG..CDECYQGYR.GRIGVYQCLSRTAKK.....FDKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 1366 NTHI RS01950 WP 011271972.1 CGGNLINSCDCHQGYR.GRIGVYQFLHWQQNG.....Y.....QTDFENLRESGLEKVSQGITDEKEIERVLGKNS. 464
consensus !** *** *!*** * * *! *!** **** * ** **********!*** ** ** * ** ******* *
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