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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLL....ILFICSILL..AL.........FRKYYLMIPILIVFAVFFLL 63
NTDB id 34562 SSUSC84 RS03175 WP 012775040.1 .MSRLSKLPCQPVHLAVLAVA........AYFAVHSFSLLTMCLLSLVLAVFGVRQGKTVFLKTLPLLTLCG...LFFGC 68
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFLF 69
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQ....FL.......WKSAGKVLVICGIFGFWFVF 69
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFVF 69
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFVF 69
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFVF 69
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FP.......WKSAGKVLIICGIFGFWFVF 69
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NTDB id 596 KW2 RS08720 WP 021037686.1 INSLSIRDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQ 143
NTDB id 34562 SSUSC84 RS03175 WP 012775040.1 QKVQWERAAQSAPEQVTTVQVIPDTIDINGDSLSFRGRADGQNYQVFYKLTSQEEQTYFQNLADLVQLEVEAEVSLPAGQ 148
NTDB id 494 SM12261 RS04305 WP 000942409.1 QNWQQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQ 149
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QNWQQSQASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGK 149
NTDB id 189 SPR RS04300 WP 000942407.1 QNWQQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQ 149
NTDB id 223 SPD RS04540 WP 000942407.1 QNWQQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQ 149
NTDB id 154 SP RS04735 WP 000942394.1 QNWQQSQASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQ 149
NTDB id 264 KZH43 RS04200 WP 000942407.1 QNWQQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQ 149
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NTDB id 596 KW2 RS08720 WP 021037686.1 RNFNGFDDQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMS 219
NTDB id 34562 SSUSC84 RS03175 WP 012775040.1 RNFKGFDYQAYLKTQGIYRTVKLTAIKKIVPVQSWNVFDWLSTWRRQALVYVKTNFPAPMSHYMTGLLFGELDSDFDQMS 228
NTDB id 494 SM12261 RS04305 WP 000942409.1 RNFGGFDYQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMN 229
NTDB id 522 SMSK321 RS04965 WP 000942453.1 RNFGGFDYQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMN 229
NTDB id 189 SPR RS04300 WP 000942407.1 RNFGGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMN 229
NTDB id 223 SPD RS04540 WP 000942407.1 RNFGGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMN 229
NTDB id 154 SP RS04735 WP 000942394.1 RNFGGFNYQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMN 229
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NTDB id 596 KW2 RS08720 WP 021037686.1 DIYSSLGIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDN 296
NTDB id 34562 SSUSC84 RS03175 WP 012775040.1 DLYSSLGIIHLFALSGMQVGFFIDKFRWILLRLGLTKETVDKLQIPFSLVYAGLTGFSVSVVRSLVQKILGNLGLRKLDN 308
NTDB id 494 SM12261 RS04305 WP 000942409.1 GLYSSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDN 309
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ELYSSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDN 309
NTDB id 189 SPR RS04300 WP 000942407.1 ELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDN 309
NTDB id 223 SPD RS04540 WP 000942407.1 ELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDN 309
NTDB id 154 SP RS04735 WP 000942394.1 ELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDN 309
NTDB id 264 KZH43 RS04200 WP 000942407.1 ELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDN 309
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NTDB id 596 KW2 RS08720 WP 021037686.1 IGVTTLVLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIF 376
NTDB id 34562 SSUSC84 RS03175 WP 012775040.1 FAVTVFICLLILPRFLLTAGGVLTFTYAFLLTVFD..FEDLGQVKKAAVESLSISLGILPVLMTYFYAFQPLSILLTFVF 386
NTDB id 494 SM12261 RS04305 WP 000942409.1 FALTVLVLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FALTVLVLFIIMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVARESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 189 SPR RS04300 WP 000942407.1 FALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 223 SPD RS04540 WP 000942407.1 FALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 154 SP RS04735 WP 000942394.1 FALTVLVLFIVMPNFFLTAGGVLSCAYAFILTMTS..KEGEG.LKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVF 386
NTDB id 264 KZH43 RS04200 WP 000942407.1 FALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KEGEG.LKAVASESLVISLGILPILSFYFAEFQPWSILLTFVF 386
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NTDB id 596 KW2 RS08720 WP 021037686.1 GFLFDFMLLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRF 456
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NTDB id 189 SPR RS04300 WP 000942407.1 SFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLT 466
NTDB id 223 SPD RS04540 WP 000942407.1 SFLFDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLT 466
NTDB id 154 SP RS04735 WP 000942394.1 SFLFDLVFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLT 466
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NTDB id 596 KW2 RS08720 WP 021037686.1 FLVGFIFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESM 534
NTDB id 34562 SSUSC84 RS03175 WP 012775040.1 GLSLVLALLFFITKHPLENEVTVLDIGQGDSIFLRDMRG.RTVLIDVGGRVDFAA.KEAWQERSRQANAERTLIPYLHSR 544
NTDB id 494 SM12261 RS04305 WP 000942409.1 VLSLLITGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSR 545
NTDB id 522 SMSK321 RS04965 WP 000942453.1 VLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSR 545
NTDB id 189 SPR RS04300 WP 000942407.1 VLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSR 545
NTDB id 223 SPD RS04540 WP 000942407.1 VLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSR 545
NTDB id 154 SP RS04735 WP 000942394.1 VLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSR 545
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NTDB id 596 KW2 RS08720 WP 021037686.1 GVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYT 614
NTDB id 34562 SSUSC84 RS03175 WP 012775040.1 GVDRIDSLVLTHTDTDHVGDVLEVAKQVQIGRIVVSPGSLTVPDFVATLKKINVPVHVVKVGDRLPIFDSYLEVLYPDGT 624
NTDB id 494 SM12261 RS04305 WP 000942409.1 GVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKI 625
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKI 625
NTDB id 189 SPR RS04300 WP 000942407.1 GVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKM 625
NTDB id 223 SPD RS04540 WP 000942407.1 GVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKM 625
NTDB id 154 SP RS04735 WP 000942394.1 GVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKM 625
NTDB id 264 KZH43 RS04200 WP 000942407.1 GVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKM 625
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NTDB id 596 KW2 RS08720 WP 021037686.1 KKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRY 694
NTDB id 34562 SSUSC84 RS03175 WP 012775040.1 GDGGNNDSIVLYGRLLETNFLFTGDLE.QGELDLIETYPNLPVDVLKAGHHGSKGSSYPEFLDHIGAKIALVSAGENNRY 703
NTDB id 494 SM12261 RS04305 WP 000942409.1 GDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRA 705
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRM 705
NTDB id 189 SPR RS04300 WP 000942407.1 GDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRM 705
NTDB id 223 SPD RS04540 WP 000942407.1 GDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRM 705
NTDB id 154 SP RS04735 WP 000942394.1 GDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRM 705
NTDB id 264 KZH43 RS04200 WP 000942407.1 GDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRM 705
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NTDB id 596 KW2 RS08720 WP 021037686.1 GHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
NTDB id 34562 SSUSC84 RS03175 WP 012775040.1 KHPHQETLERFDSRNIQVYRTDQQGAIRFRGW.KEWKIETVRR 745
NTDB id 494 SM12261 RS04305 WP 000942409.1 KLPHQETLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG. 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KLPHQETLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR. 746
NTDB id 189 SPR RS04300 WP 000942407.1 KLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 223 SPD RS04540 WP 000942407.1 KLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 154 SP RS04735 WP 000942394.1 KLPHQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 KLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
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