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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT E 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT AFNQKINGGIWNAF IDAEHALDPY ALWAL G VN SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 1563
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGIWNAF IDAEHALDPEYY ALWALGVN SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANEAQKIRGGIAAF IDAEHALDPEY ARWAL GVN SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANAQKIRGGIAAF IDAEHALDPEY ABWAL GVN SQPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT AQENQKIGGINNAF IDAEHALDPYY ALWAL G VN SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN QPD 1563
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMYLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AJAYQKINGGJWNA IDAEJJA DPISYAWWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT ANFAQKIAGGINGAF IDAEHALDPYY ARRALGVNIIDELL SQPDRIGEQALE I 1562
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINGOKINGGUM¢AF IDAEHALDYRYY AL G VNEYD Ll SQPDIJGEQALEIYY 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AIEOKINGGUACAF IDAEHALDYR:IY AIGHL GV ' gY SQPD GEQALEI)S 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINEQOKINGGUAMAF IDAEHALDE:I Y ASHL.GV Y L SQPD GEQALEI)H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AJINQKWGGIWNAF IDAEHADIUSEY AINYLG N EL SQPDRJGEQALEIY 148
NTDB id 34546 TMO RS05685 WP 041605543.1 EIYGPESSGKTT AI¥NQ [EGGN®AEF DAEHALDPHYAIRYLGVN DEL SQPD GEQALEIF 150
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKGTFYNEAF IDAEHALDPYY AMYLGVNDELL SQPDGEQALEI[ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT GAE DAEHADPMY AISL G V]S GEQALEI[S 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPYJY ARSSL G V)Y GEQALEI 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VGAE DAEHAJJDPNUY AISL G V]S GEQALEI 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFIDAEHALD|ENY ADISL G V)Y GEQALET[ 148
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NTDB id 600 KW2 RS01765 WP 011675413.1 BMIGSTKIEEGS. KVVKNKVAPPF IM GEGISEEMNGEL I 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 BMIGNTQIKGTG. KVVKNKVAPPF IYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 PRAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IRIAETIKNGT. .. .. KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R ....PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R ....L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 MRISLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 34546 TMO RS05685 WP 041605543.1 IR IGA....V.KERBEV KVVKNKVAPPF IMYGEG S D 304
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 RITGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRTGS. .. .I.KKG KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IRITGS. . ..I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 RIGS. .. .I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IRITGA....I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I1.KEG KVVKNK AIPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D 293
consensus kD Dok | x * kokokok | I ook 1okl * % * kaok b Dkokoskok |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
408
453

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
34546 TMO RS05685 WP 041605543.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

Y -

O

Eoreptrbs s 5PeBEacBEEY. LDLEDELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED .....

N
K IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
K IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
K IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
K IDGEEVSEQDTENKKDE. . . .PKKEEA. . VNEEVPLDLGDELEIE
K IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
K IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELEIE
K IEEDNTEEKQSSKEK. .. .... ETDEK..ADKNLVLELDDTIELE
R LEESEEESAMAVASE. . ..... E....... TDDLALDLDNGIEIE
Q DNNGVVQQQAEETQEEL .EFE.E. . oot veee e
N SDVPEEDLPTTEDE.QI.NILPDDST. . ... EE....oouvo...
MAATRAGNAGEAPALAPAPAAPE.A. . AEA. . .. oo et
QNSMEMEGMISGSEDDEGEE . « « v v vt e e et e e e e e
ESIMSNEEIMPLPDEPLEEME. . . . oottt et e e e e e
ESI[MSNEEIMPLPDEPLEEME . « . vt ottt e e e e e
EAVEMGANKTPLSVVGGTAFMA . S. .DDED . v oo eeee e
....DS.N..DESDVEEFSEEEL...........

............. QDETDGERPEE. . .. .........

............. QDETDGERPEE. . .. oo vov. .

............. QDETDGERPEE. . .. ... o....

EHLEMTPMGAV . TLAE. . . .EV.E. .ED. o oo vee e
EMLLNPENMQLIAETS....SA.A..DDVEFGAVPEEF. ...........
EMLLNPENMQLIAETS....SA.A..DDVEFGAVPEEF............
AKLLETSANTKATPVA. .. .ED.L..ADADI ... ... ..o,
WEQLLTKASDQTAA.HD....ET.E. .EEPDLL. .ES. ... ..........
WEQLLTTGTNGAVQ.I..... ED.E..EEPDLL. .LES.............

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
361
372
348
348
348
352
354
354
347
349
349



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 C 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 . 343
NTDB id 34546 TMO RS05685 WP 041605543.1 R 361
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1205 PSJM300 05545 AFN77183.1 C 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1 o 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R 349
consensus

X non conserved
B similar
> 507 conserved



