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NTDB id 345424 EXW31 RS20245 WP 016106127.1 DGQGLDHVRNAMGQMESITHLDEAYQENHDSIANSYYLLEEVAYQLREKLDMMEYDPKRLDEIETRLNEIRMLKRKYGNT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus * !!!*! ! *!*! !*** !* **!* !!!!!!!* *!*! !! *!*!! !! !!!!!!!!* !!!!!! !

logo VEDE I LAEYADSKI EEQE IDFQTI ENKRDSVHI
L
E
Q
S
T
L
T
K
RKEQLDTKSLVEGGKDVI

V
A
V
K
VEAATLNLVSQTI

MRHKETLWADKHKLATDSAE IHQRELKESLYMEKSTKTFDETVERFIKM
NTDB id 345424 EXW31 RS20245 WP 016106127.1 VEEILAYADKIEQEIFTIENKDVHIETTRKQLTKLEGVIVKEATLLSTMRHELADHLTSAIHQELKELYMEKTKFEVRIM 400
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