
logo MSKTIAS INAGSSSLKWQLYQLMPEETKVLAAKGI
L I ER IGLKNDDSAI STVKYFDNGKQKEEASEVTLDAIPKNDHTVAAVKI LLEDDLLIKHHLNDI IAKASY

NTDB id 34526 SSUST1 RS00855 WP 012775422.1 MSKTIAINAGSSSLKWQLYQMPEETVLAAGIIERIGLNDSISTVKYDGKKESEVLDIPNHTVAVKILLEDLLKHNIIAAY 80
NTDB id 402 FSA28 RS09365 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSY 80
NTDB id 393 SMU RS08995 WP 002263443.1 MSKTISINAGSSSLKWQLYLMPEEKVLAKGLIERIGKDDAISTVKFNGQEASETLAIKDHTAAVKILLDDLIHLDIIKSY 80
consensus !!!!!*!!!!!!!!!!!!!*!!!!*!!!*!*!!!!!**!*!!!!!**!***!!*!*!**!!*!!!!!!*!!****!!**!

logo

E
DE ITGI

VGHRVVAGGETYFKNESAVL IVSDQSQEEEVI EKQKI
VEELSAALLAPLHNPKAHNVAAAGMIRAFEKEKVI LPEDVI LTNSVAVVFDTAFHTTMPKEHVAYLR

NTDB id 34526 SSUST1 RS00855 WP 012775422.1 EEITGIGHRVVAGGEYFKESAVISQQ.EIEQIEELSALAPLHNPAHVAAMRAFEEVLPEVLNVAVFDTAFHTTMPKHAYL 159
NTDB id 402 FSA28 RS09365 WP 002263443.1 DEITGVGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYR 160
NTDB id 393 SMU RS08995 WP 002263443.1 DEITGVGHRVVAGGTYFNESALVDSEEVIKKVEELALLAPLHNKANAAGIRAFKKILPDITSVVVFDTAFHTTMPEVAYR 160
consensus *!!!!*!!!!!!!!*!!*!!!*******!***!!!**!!!!!!*!**!**!!!***!!****!*!!!!!!!!!!!**!!*

logo YP I
LPQNKYYFTDEYNKQVRKYGAHGTSHYYVAHEAAKVI LGERKP I EEKLKL ITAVHI

MGNGVS ILTANVYDHGGEKSVDTSMGFTPLAGGPVMMGTR
NTDB id 34526 SSUST1 RS00855 WP 012775422.1 YPIPQKYYTDYKVRKYGAHGTSHYYVAHEAAKVLGRPIEELKLITAHIGNGVSITANYHGESVDTSMGFTPLAGPMMGTR 239
NTDB id 402 FSA28 RS09365 WP 002263443.1 YPLPNKYFTENQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTR 240
NTDB id 393 SMU RS08995 WP 002263443.1 YPLPNKYFTENQVRKYGAHGTSHYYVAHEAAKILEKPIEKLKLITVHMGNGVSLTAVDGGKSVDTSMGFTPLGGVMMGTR 240
consensus !!*!*!!*!***!!!!!!!!!!!!!!!!!!!!*!**!!!*!!!!!*!*!!!!!*!!***!*!!!!!!!!!!!*!*!!!!!

logo

S
TGDI

LDPAI
V IPYL IMADNVTEEDLFKDTAPAEDVIVRNRMI LFNKNQESGLFLGVI SGEFLSSNDMRDE I EAGAI

T
Q
AAHGNPKDNAVTLAYNI

MF IDR IKIKFHIGQAYLAAV
NTDB id 34526 SSUST1 RS00855 WP 012775422.1 SGDIDPAIIPYLIANVEELKDAADVVNMLNKQSGLFGVSGFSSDMRDIEAGIQAHNPDAVLAYNIFIDRIKKFIGQYLAV 319
NTDB id 402 FSA28 RS09365 WP 002263443.1 TGDLDPAVIPYLMDNTEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAV 320
NTDB id 393 SMU RS08995 WP 002263443.1 TGDLDPAVIPYLMDNTEDFKTPEDIRRIFNNESGLLGISELSNDMREIEAATAAGNKNATLAYNMFIDRIIKHIGAYAAV 320
consensus *!!*!!!*!!!!**!*!**!***!*****!**!!!*!*!**!*!!!*!!!***!*!**!*!!!!*!!!!!*!*!!*!*!!
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TEKNVEKFRGPNVYGDVI STSANEASAKVRKVLVIPTDEELVIAREDVERLKTK

NTDB id 34526 SSUST1 RS00855 WP 012775422.1 LNGADAIVFTAGMGENAPLMRNDVVEGLSWFGIELDLEKNV.FGNYGDISTAESKVRVLVIPTDEELVIAREVERLK.. 395
NTDB id 402 FSA28 RS09365 WP 002263443.1 MNGVDAIVFTAGIGENDAHIRSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399
NTDB id 393 SMU RS08995 WP 002263443.1 MNGVDAIVFTAGIGENDAHIRSEIMKHFDWLGADIVTEKNEKRPVYGVISSNAAKVKVLVIPTDEELVIARDVERLKTK 399
consensus *!!*!!!!!!!!*!!!****!********!*!*****!!!*****!!*!!****!!*!!!!!!!!!!!!!!*!!!!!**

X non conserved

X similar

X ≥ 50% conserved


