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NTDB id 34523 SSUST1 RS00755 WP 002936593.1 MFDLSVFHYDFMQRAFLAIIAMSLFSPILGVFLILRRQSLMSDTLSHVSLAGVAFGLVLGISPTLSTVLVVIVAAVFLEY 80
NTDB id 434 SGO RS09485 WP 012130954.1 ..MLNLFSYDFMQRAFLAVIAMSLFSPILGTFLILRRQSLMSDTLSHVSLAGVAFGLVLGLSPTLTTVIVVMIAAVFLEY 78
NTDB id 437 SPR RS10075 WP 000950018.1 ..MLSLLSYDFIQRAFLAVIAMSLFSPVLGTFLILRRQSLMSDTLSHVSLSGVAFGLVLGISPTVSTIAIVLIAAVFLEY 78
consensus *!****!!!*!!!!!!*!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!**!***!**!!!!!!!
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NTDB id 34523 SSUST1 RS00755 WP 002936593.1 LRTIYKNFMEIGTAILMSTGLAISLIVMNKSGGKSGLSLEQYLFGSIVTISQEQVIALFTIAVIVIVLTLLFLRPMYILT 160
NTDB id 434 SGO RS09485 WP 012130954.1 LRTIYKNFMEIGTAILMSTGLAISLIVMSKGKSSSSMSLDQYLFGSIVTISTEQVISLFVIAAVVLILTFLFIRPMYILT 158
NTDB id 437 SPR RS10075 WP 000950018.1 LRTVYKSFMEIGTAILMSTGLAVSLIVMSKGKSSSSMSLDQYLFGSIVTISEEQVISLFVIAAVVLILTFLFLRPMYILT 158
consensus !!!*!!*!!!!!!!!!!!!!!!*!!!!!*!****!**!!*!!!!!!!!!!! !!!!*!!*!!**!**!!*!!*!!!!!!!
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NTDB id 34523 SSUST1 RS00755 WP 002936593.1 FDEDTAFVDGLPVRAMSIAFNVVTGVAIALMIPAAGALLVSTIMVLPASIALRLGKSFKAVIFTGMGIGFFGMVMGLLTS 240
NTDB id 434 SGO RS09485 WP 012130954.1 FDEDTAFVDGLPVRTMSILFNIVTGVAIALMIPAAGALLVSTIMVLPASIALRIGKNFKSVILLANIIGFFGMIAGLYIS 238
NTDB id 437 SPR RS10075 WP 000950018.1 FDEDTAFVDGLPVRTMSILFNMVTGVAIALMIPAAGALLVSTIMVLPASIALRLGKNFKSVMLLASAIGFLGMVAGLYIS 238
consensus !!!!!!!!!!!!!!*!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!*!**** *!!!*!!**!!**!

logo YYAETPASAS ITLI I F IVTS ILVF ILVL IVSNVL IVKQRRKF IKVK
NTDB id 34523 SSUST1 RS00755 WP 002936593.1 YYAETPASASITLIFISIFLLVNVVQKFKK 270
NTDB id 434 SGO RS09485 WP 012130954.1 YYAETPASASITIIFVSLFLVVNLIKKFVK 268
NTDB id 437 SPR RS10075 WP 000950018.1 YYAETPASASITIIFVTVFILISLVRRFIK 268
consensus !!!!!!!!!!!!*!!***!********!*!
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