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NTDB id 1210 C694 RS01710 WP 001862983.1 MKSHFQYSTLENIPKAFDILKDPPKKLYCVGDTKLLDTPLKVAIIGTRRPTPYSKQHTITLARELAKNGAVIVSGGALGV 80
NTDB id 345211 CCANL266 RS00725 WP 172229988.1 ...........MIIDEFLKLEKAPKNINYKGNLELLKMP.KISIVGSRKMSVYTKNCVLLLAKKLSNMGMCIVSGGAIGV 68
NTDB id 1239 Cj0634 YP 002344063.1 MASE...ILPDEFLELFKDLKKPPKKLHYKGNLSLLKQD.KIAIIGSRRMSVYTKNCVFSLASMLKNAHLCVVSGGALGV 76
consensus * * * *** ! !***!!** **!** !!* * !**!*!*!****!*!*****!!* ! * ****!!!!!*!!

logo DICITAAQSEMQNAALMPKNTIAGML
I
S
F
P
A
C
N
S
GLDFQR IYPKRTNSTNHETKI

T
VIQKENQIAYQEKNGAL IALSENYEDKNNDFHYLMSP I

K
T

N
K
G
Y
S
DFLLARNRLVVIALSKDAIVLVVIVIPAQADI

L
YKSG

NTDB id 1210 C694 RS01710 WP 001862983.1 DIIAQENALPKTIMLSPCSLDFIYPTNNHKVIQEIAQNGLILSEYEKDFMPIKGSFLARNRLVIALSDVVIIPQADLKSG 160
NTDB id 345211 CCANL266 RS00725 WP 172229988.1 DICAAQAAMPNTIAIFANGLDRIYPKSNETTIKNIYEKALALSENENNHSPTKYDFLARNRLVVALSDILIIAQADYKSG 148
NTDB id 1239 Cj0634 YP 002344063.1 DITASMAAMPNTIGIFANGLDQIYPRTNEKIIKQIYENALALSEYEDDYLPKNYDFLLRNRLVIALSKAVVVAQADIKSG 156
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NTDB id 1210 C694 RS01710 WP 001862983.1 SMSSARLAQKYQKPLFVLPQRLNESDGTNELLEKGQAQGIFNIQNFINTLLKDYHLKEM.PEMEDEFLEYCAKNPSYEEA 239
NTDB id 345211 CCANL266 RS00725 WP 172229988.1 SLNSAVWASKLNKELFVLAQRVGESNGTNELIKNNKAKIIYDIDDFCEYIKDKYNLYFNEEKNQDELLEFCKNGANIDEV 228
NTDB id 1239 Cj0634 YP 002344063.1 SMQSAKLALELNKPLYVLPQRLGESTATNLLLKENKAKLICDFKEFVSE.......FASIDMNQDEFLEFCKKGVSVDEA 229
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NTDB id 1210 C694 RS01710 WP 001862983.1 YLKFGDKLLEYELLGKIKRINHIVVLA. 266
NTDB id 345211 CCANL266 RS00725 WP 172229988.1 LNKFGDVLYDYELENKVVIDGVLVRSL. 255
NTDB id 1239 Cj0634 YP 002344063.1 LKIYGQKVYEYELEGKISIEGLFIRVLA 257
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