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NTDB id 345171 C9E88 RS14635 WP 106985525.1 MQVSDLAPAPIFRVRVAVPVHLYDCFDYSLSAELYQRAEVGTRVAVSFGRQNLVGVIMEKLAPDVPLNPDIKLKAITELL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus ! *** ** ***!!!!!!!!!!!!*!!!*!* ! !!*!!*!!!*!!!!!!!*!*! !!* ! * * !!!!**!!
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NTDB id 345171 C9E88 RS14635 WP 106985525.1 DERAILNTQSLSLLTWAAQYYQFPIGEVVHSALPTLLRQGKPYNLLARTWKLLDAEA.EQKVKRSERQQEAYKILKLHPA 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus !! *!! ! !!!!!! !!!!!!!!!!!***!!! !!!!!!! *! * !!* *** *! *!!! *!!*!! !!!!!!!
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NTDB id 345171 C9E88 RS14635 WP 106985525.1 GTSENVLNLAGVETATLKALEKKQICRCELEAQDFSPMPIQMAQMPLTANPEQQHAIDSILKARKKYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!*!!*!!! !!!!!!!!!! !! ** ! !!**!!!! !*!*!!!!!! !**! *! ** ! * !!!!!!!!!!!!!!

logo TEVYLHQI
VMHQEVLKQGKQVLVLVPE IGLTPQTI SRFKQSRFHNCDNIAVLLHSGLNDSKRLQAWQAQAEQTGKAS I I LGTRSAI FYSTP

NTDB id 345171 C9E88 RS14635 WP 106985525.1 TEVYLQVMQEVLKQGKQVLVLVPEIGLTPQTISRFQSRFHCNIVLLHSGLNDSKRLQAWQAAETGKASIILGTRSAIFSP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*! ! !!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!**!

logo LPNRLGL I IVLDEEHDLSFYKQQEGFRYHARDVALYRGHYLEQGQCPVLVLGSATPS IDESYAHLVEQHTGQKLMQTACLEQLNQRAGHTALLMPKI
MH

NTDB id 345171 C9E88 RS14635 WP 106985525.1 LPNLGLIVLDEEHDLSFKQQEGFRYHARDVALYRGYLEQCPVVLGSATPSIESYALVQHQKMQCLELNQRAGTALMPKIH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus !! !!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!*! !!!*!!!!!!!!*!!*!! * !* *! !!!!!!*!!*!!*!
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NTDB id 345171 C9E88 RS14635 WP 106985525.1 ILDLKIAKKQHGMSQALLDEMKKRLDKNEQVLVFLNRRGYAPVLICESCAWQAKCPHCDANFTVHRTPYQHLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus **!!!! !!!!!*!!*!** *! ! * !!!!*!!!!!!!!!!!*!!!!*!!! !!!!!!*!!*! !! *!!!!!!!!*

logo HRLMPDHCPEQCAQHQKTESLKPTLGALGTAKVEEHLNQELFPDHYDVIRVDRDSTSRVGSWQKIYDKR IQQNSKQAPS I LLGTQMLAKGHHFP
NTDB id 345171 C9E88 RS14635 WP 106985525.1 HRMPDHCPQCAHTELKPLGLGTAKVEEHLNELFPDYDVIRVDRDSTSRVGSWQKIYDKIQQSQASILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus !!*!!!!! ! * !!*!! !!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!! *!!!!!!!!!!!!!!!!
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YVTLVAI LDIDASGLLSVDFIRAPTERTAQL IVVQVAGRAGRGEHRKGDHVYLQTLRPDHPLLNTTL IVEKEKDYRAQFVAKQTLAQEREKAVAL

NTDB id 345171 C9E88 RS14635 WP 106985525.1 YVTLVAILDIDSGLLSVDFRATERTAQLVVQVAGRAGRGERKGDVYLQTLRPDHPLLNTLVKEDYRQFAKQTLQEREAAL 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus *!!!!!!!!!! !!!!!! !!*!!!!!!*!!!!!!!!!!!*!!*!!!!!!!!!!!!! !!* !!! !!!!! !! !!
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NTDB id 345171 C9E88 RS14635 WP 106985525.1 MPPFRYAALIRCESKNQELNKEFLQHHAALLRQSAELNVDIWGPIPAPMERKAGRYQSHMVLLSPDRARLHFYIRNWWQN 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus *!!*!!! !!!*!!! * *!!***! !!! ! !!!!!!!!!!!!!!!!!! !!!*!!*!!!!!!!!*!*!! *
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NTDB id 345171 C9E88 RS14635 WP 106985525.1 MLHQK.PSSMKLTLDIDPQELS 740
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus **! **** **!**!*!!!! !
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