
logo MSKTWPTI
K
L
NKI

T
L
M
G
LCAMAGI

V
A
V
G
VAFL ILALMVSGCQTTVGIHSASG

S
G
Q
P
T
V

T
V
T
KKDPEKGAAVKVRTQMLAAEYIRKNSGDLDSAKRAESLDQALEKSAVDNPSKRDSAQST

NTDB id 1017 ACIAD RS02540 WP 011182074.1 MSKWTINKTLGCAAIVGAFILSGCQTV........PTTKDPEKGVKVRTQLAAEYIKSGDLDSAKRALDQALKVNPKDSS 72
NTDB id 345167 C9E88 RS13565 WP 264766856.1 ....................MVGCQTTGIHSASGGVVKKDPEKAAKVRTQMAAEYIKNGDLDSAKRELDQALEANSRDAQ 60
NTDB id 1051 ABD1 RS02465 WP 004738086.1 MS.TPKLKIMLCMGVAVALLASGCQT.......SQTVKKDPEKAVKVRTQLAAEYIRSGDLDSAKRSLDQALSVDSRDAT 72
consensus ** * * * ** * ***!!!! **!!!!!**!!!!!*!!!!!**!!!!!!!! !!!!! ****!**
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NTDB id 1017 ACIAD RS02540 WP 011182074.1 ANMMMGVLLQQEGSRPNLEKADAYFERAVQLDPENAQAHNNYGTYLYQMKRYHDAIQQLTLAGSSLGYDQRYRALENIGR 152
NTDB id 345167 C9E88 RS13565 WP 264766856.1 ANMMMGVLLQQEGSKANIQKADGYFKRAISSEPKNAQVRNNYGTYLYQLERYNDALEQLNIAGSTLGYDQRARALENAGR 140
NTDB id 1051 ABD1 RS02465 WP 004738086.1 ANMMMGILLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGR 152
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NTDB id 1017 ACIAD RS02540 WP 011182074.1 IYLHLGGVANAEKMFSQALQANRDSSVSMLELAEIYYLQQRIPAATGMYEQYVRTVGQKNQGARALWIGIRVARANADRT 232
NTDB id 345167 C9E88 RS13565 WP 264766856.1 IYLKLGNVASAEKTFKQALQANRDSYVSMLELAEIFYLNQQTADATQMYEQFVRTVGQNNQSARALWIGIRTAHANKDNI 220
NTDB id 1051 ABD1 RS02465 WP 004738086.1 IYLKLGDIASAEKTFKQALLANRDSYISMLELAEIFYLQQQIPAATQMYEQYVRTVGQKNQGARALWIGLRVARANADKM 232
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NTDB id 1017 ACIAD RS02540 WP 011182074.1 GVQVLVNQLRIFYPDSSEYQRYLKLQYSTEAVWK 266
NTDB id 345167 C9E88 RS13565 WP 264766856.1 GQQVLVNQLRALFPESPEYQRYLQLQYSTEAVWK 254
NTDB id 1051 ABD1 RS02465 WP 004738086.1 GMQVLVNQLRALFPESPEYQRYLQLQYSTEAVWK 266
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