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NTDB id 1124 NGFG RS03960 WP 003688695.1 RITGS....I.KKGEEV KV KNKVAPPF D 294
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NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. 1.KEG KVVKNK AJPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .. V.KEG| KVVKNKVAPPF D 293
NTDB id 345160 COE88 RS09795 WP 106984821.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .. V.KEG KVVKNK APPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .V.KEG KVVKNK APPF D 293
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