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MIKNKYIHIRS IASRLAARSSSA
M
K
RLKTKRASWGFTLVELLVAIA I FAVLSALLGWKI

VFDYI
L
A
LKVKRDTQRNAEMHESVHKLFGEQLQDEASYKQQ

NTDB id 345158 C9E88 RS06760 WP 106985801.1 ......................MKLKKAWGFTLVELLVAIAIFAVLSALGWKVFDYIAKVKTQNAMHESKLGQLQESYKQ 58
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus ********************** *! *! !!!!!!!!!!!!!!!!!! !!!!*!!!* !!* !! !! *! !!* ! !

logo I LRDTLMQAI IVPLSTANI
Q
A
GGQLVHQAPALETI

L
D
QNNQI

KLARFSKATGVTDPLKNQGLVASAPDFER I
VEYRVYDRAQDEQKQKLYRLKYPTNI

LNQTSGNRDEQPDLS
NTDB id 345158 C9E88 RS06760 WP 106985801.1 ILRDTMQAVPLTANIAGQVQAALTLQNNKLAFSKTGVTDPLNQGVAADERVEYVYRQDEQKLYRLKYPNINQSGRDQPDS 138
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus !!!!!*! *!!*!! *!!***!! * !* ! !!! !!!!!! !!* * !!*!! ! ! !!!!!!!*!*! ! !*!! !

logo STVLLNSGQVDEQYQIMTVLNTPNQELVTKTWPDESVNVGIDNLPSTKSDPANEKLKQKRLPKRGI
LKI

L
N
QLTVANGVNSYEWI FYSLLNNQGTDFLLSELESKQEKGTNVSTPDGNQG

NTDB id 345158 C9E88 RS06760 WP 106985801.1 SVLLNGVEQYQITVLNPNELTTWPDSVGNLSSDAEKQRLPRGLKLNLTVNGVSYEWIFSLLNTDFLEEKKTVSTPDGNQG 218
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS....... 233
consensus ! !! !*!!!! !! !*!*! !!* ** * ! *!!*!*!**!!! !! !!!!*!! * ! !*******

logo

VSS
NTDB id 345158 C9E88 RS06760 WP 106985801.1 VSS 221
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ... 233
consensus ***
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