
logo MYFNPKSNS IKLFQLQNLPTQGYLFRQSLFLQSPCQLLCHEAIDGTQRHEW
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Y
Q
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LCEKDECWKESQLPWQLRKQTIQRQNGDLQQS IVMLTVPACRHYDAYPLIDNR I IQQYFKYQEQQK

NTDB id 345151 C9E88 RS02190 WP 106984104.1 MYNPKSNSILQQLTGLFRSFQPCQLCHADTQHWHQVCEDCWKSLPWQRQTIQRQGLQIMTPCRYDYPLDRIIQQYKYQQQ 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MF......KFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQK 74
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MF......KFLNPQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQK 74
consensus !* *******!!****!!*!!***!******!**!!**!!!**!!!!!********!*!*!!**!!!!!*!!*!*

logo LQHFYQPTLLSAGELVLCQSQLKLFPKKVQAIVPMP I STKEQRLETERGFNQSLL ILAQNDLLAGSKHQLDKVIP I
VWQPVTQRLKNQEHASQKGLSRLERMFSEDNI

NTDB id 345151 C9E88 RS02190 WP 106984104.1 LQFQPLLSGLLCSLKLPKKVQAIVPMPISTERLEERGFNQSLLIAQDLAKHLDVPIWQPVTRLKQHAQKGLSRLERMSDI 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 LHYQTLLAEVLQQLKFPK.VQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENI 153
NTDB id 1071 ABD1 RS15375 WP 000472269.1 LHYQTLLAEVLQQLKFPK.VQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENI 153
consensus !**!*!!***!**!!*!! !!!!!!!!!!**!!*!!!!!!!!!*!**!*!*!**!*!!!!*!!**!*!!!!!!!!!***!

logo

Q
EQQFQVLATLPTQNEAKNVRRYRNRVL IVIDDVVITTGSS IQHALHSNQCAL IKEQLGCQTQSVIHVATSCLAVAAES ISTSY

NTDB id 345151 C9E88 RS02190 WP 106984104.1 QQQFQLTPQNAVRYRNVLIVDDVVTTGSSIQALHNCLIELGCQQVHVTCLAVAEI... 215
NTDB id 1042 H0N27 RS01930 WP 000472273.1 EQQFVALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 EQQFVALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
consensus *!!!****!* *!!!*!!!*!!!*!!!!!!*!!***!**!!!***!**!!!*!*****
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