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NTDB id 1003 ACIAD RS15025 WP 004923832.1 ....MSKMRAQRGVGMVEVLVALLLLAIGVLGFTALQLRAVSASMEASNQVLALNLARDLTERMRANPQATQCKLYHTEG 76
NTDB id 345150 C9E88 RS01865 WP 106983960.1 ....MSARSSQKGVGMVEVLVALIILAIGVLGYVMLQVRAMEATVEGTQRIQAINIARDLAERVRVNRTAWDGTTNTYLT 76
NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQ.YPTFVR 79
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NTDB id 1003 ACIAD RS15025 WP 004923832.1 ALAKDTKAYTKASNCSGSVSTQATAQANSDLLFIYNQANTLGMAVIINTCPNATNAGNNLGRQCVYIAWDKTAQNFTNSD 156
NTDB id 345150 C9E88 RS01865 WP 106983960.1 ELAGTQSRASTTPDCASSACNE.AQLADFDVAEISTYAMQYGMTLGMSACPNTT......GRQCLFVAWGSTLPTNSSSN 149
NTDB id 1067 ABD1 RS15745 WP 002194578.1 SYSNYTSDTPAPTSCFNSLCTA.SQLAQFDAYQAARNANQLGMRITMSNCPGVTNTM.VQQRQCLFVFWGKTAPVITTNG 157
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NTDB id 1003 ACIAD RS15025 WP 004923832.1 T.......CYKSGGSSYERNTTCLFLEAY 178
NTDB id 345150 C9E88 RS01865 WP 106983960.1 ......ANSCV.NGNAYRANSTCVMMEVY 171
NTDB id 1067 ABD1 RS15745 WP 002194578.1 TNTSVDVSSCMSNNGVYVNNSTCLMMEAY 186
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