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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...............MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRL 63
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...............MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRL 63
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...............MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARI 63
NTDB id 345148 C9E88 RS01710 WP 106983931.1 MKNSMQDFIFGDGNTMNRMFRQFSMGAVAMAVMQAASAGVAVTNVVPMQIPGQGTEIRVMFNGLPP.QPQAYQLEQPSRL 79
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARL 64
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRL 64
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRL 64
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK...... 137
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK...... 137
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALDLPGVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKAS 141
NTDB id 345148 C9E88 RS01710 WP 106983931.1 VLDFDKAQQNLK..QSSIPVATSEANSVDISSDAQRARLTVNLADAGAFTTRVEGNTFILKINAANA.LA.......... 146
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILDFDKAGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.......... 132
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.......... 132
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.......... 132
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 .......EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .......EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFH 210
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFA 221
NTDB id 345148 C9E88 RS01710 WP 106983931.1 PTPVA.........AQKQAQGISDIGFKRGSAGEGLVVIDLLGSNTPVDVQQQGSKIVVRTLGNKVPAHLARRLNVNDFA 217
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVATS.........APAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFA 203
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PLPVV.........S.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PLPVV.........S.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFA 202
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLA 290
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIA 301
NTDB id 345148 C9E88 RS01710 WP 106983931.1 TPVATVDAQNDRGSGLITISSSGSYEYMAYQTDNRLTISLKRPEDKNP.ARAKASNHYTGKKISLDFQDIEVRRVLQLLA 296
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQLLA 282
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQLLA 281
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDL 370
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRREL 381
NTDB id 345148 C9E88 RS01710 WP 106983931.1 DFTDINMVAADSVNGNITLRLKDVPWDQALDIVLKTKNLDKRRNGNVIWIAPVSELIKAEEDEAKAIEQSIKLAPIQTEY 376
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEY 362
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEY 361
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEE 419
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IQVNYAKAADIAKLFQSVTSDGGQ..E........................GKEGGRGSITVDDRTNSIIAYQPQERLDE 435
NTDB id 345148 C9E88 RS01710 WP 106983931.1 LKLSYAKVADIEKLITQSKTNNTGGTN.................SGNNASDALLSSRGSISVDARTNTLIVNDTAQNIDK 439
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQ 433
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQ 441
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANEL..ARGTAPAN.............. 481
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANEL..ARGTAPAN.............. 481
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKG..............NWSGYGKDGNIGIKDEDGMNCGP 501
NTDB id 345148 C9E88 RS01710 WP 106983931.1 IRKMVDLLDVEVKQVMVEARIVTAQTEFSRELGVSWGLQRN....NPSLSAGANGSNVWGG................... 496
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN............. 500
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKD............E 509
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKD............E 509
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 .....VVPL...E..RRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIE 551
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .....VVPL...E..RRLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIE 551
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IAGSCTFPTTGTSKSPSPFVDLG...AKDA.TSGIGIGFI..TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKIL 575
NTDB id 345148 C9E88 RS01710 WP 106983931.1 .....DYS.......PKFDLGVD...LATGTAGTFNFGLLK.ISDFMLDLQLTALQSDGHGEVLSAPKVMTGDKQKASIL 560
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ....GTYTI...ERPDNLNVDLG...VTTTGASSIAFGLIS.LSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVA 569
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TTGGYKYTI...ERPDNLNVDLG...VSNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVA 581
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TTGGYKYTI...ERPDNLNVDLG...VSNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVA 581
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 SGEEIPYQEATSS...GATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQ 627
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SGEEIPYQEATSS...GATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQ 627
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KGSEVPYQEASSS...GATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGE 652
NTDB id 345148 C9E88 RS01710 WP 106983931.1 RGDQIPYQSWSAE...GGTTTSFVDANLKLEVTPSITPDGKVQMDLKIEKDTIGE.LTSAG.YLINTNKLETNVLVGDGE 635
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGE 648
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGE 660
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGE 660
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 TIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 345148 C9E88 RS01710 WP 106983931.1 TIVLGGIFDDIKRNQYQKVPFLGDLPFVGVLFKNNVKTNAQTELLIFVTPRIVNDSVSRNH.......... 696
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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