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LTRKFSTRATGDKFTFI EGKAESPNATVAEFLLRNLEASAPWYRNAFMNSFLA
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NTDB id 345145 C9E88 RS01695 WP 106983928.1 VEVNKDQAPKSVVPRVEESYGNFVVTADLDTIPQPVANAEGSATGADSAASTAEVAK 217
NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPSTGESVGAA....K 213
NTDB id 1011 ACIAD RS15190 WP 004923716.1 AEDNKDKTPSSVVPRVEAGYGSFLVSVDLGELGTSLATSD.QPQTPPTAGVK....P 212
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