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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 345138 C9E88 RS01325 WP 106983865.1 MAEQQPLVLLVDDEEDLCTLMQMSLSRMGIRTHIAHRLSEARQCLTEHQYDACLTDLNLPDGNGLQLLQWMNEHCPSLPV 80
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA...EEAPVDNRLLGESPPMRALRNQIGKLARS 155
NTDB id 345138 C9E88 RS01325 WP 106983865.1 AVLTAYGNMEIAIAALKAGAFDFVSKPINPKHLEQLLQKALNKPIPSTTPQEDTLEYKMLIGQSLPIQQLRITLKKIARS 160
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
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NTDB id 345138 C9E88 RS01325 WP 106983865.1 QAPVFITGESGTGKEVVANLVHRLSNRNEGPFIAINCGAIPSDLMESELFGHKKGSFTGATQDKQGLIQSAHGGSLFLDE 240
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
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NTDB id 345138 C9E88 RS01325 WP 106983865.1 IAELPLSMQVKLLRAVQEKRIRPVGADHEIDVDFRIISASHQDLDGLVQQGRFRQDLFFRIHVMDLELPPLRERGNDILL 320
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP.........GASQ 386
NTDB id 345138 C9E88 RS01325 WP 106983865.1 LAQHFIQKICSEWDIKAKALTERAQDFLLNQYYPGNVRELRNIIERAITLSDTDSIDLPHLQSAPLRRSAPVLDHTDASQ 400
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNP.FASAAQ 399
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 E........GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 345138 C9E88 RS01325 WP 106983865.1 AVAMASVTSMPLKKLPEEGLEPYLENIEKEILLNALNLTHWNRTLAAKKLGMSFRSLRYRLKKFGLDTDEE... 471
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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