
logo MKKVFLKNGMPVLNFHSALGFIKKHQLMLALAI
LCATGVAGI

LGATIASETVEHAATPASPRNHVNPPSLKASNSAPHNVYVVKKRGDTLWDI SGKHKFLKNKNPVWRW
NTDB id 345136 C9E88 RS01075 WP 106985327.1 MKKVLKGMPLFSALGFKKQMLALAICAGVGLGAISTVEAAPARNVNPPSLKASAPHVYVVKKGDTLWDISKKFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHAT.SPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!! !!**!!!!*! !!**! ! !*! * *!*!!!!!! !!*!!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCSTLYDNGKRP I
L
I
VGKDEGDGCEVGI IRRYTGGQTTHKLQPQVRVEASLNSNAS IVPVIPLEHIKQWL

NTDB id 345136 C9E88 RS01075 WP 106985327.1 PEIWASNKHVKNPHWIFPGDRLLMCTYNGKPIIGKDEGDGCEGIIRRYTGGT.KLQPQVRVESLSNAIPVIPLEHIKQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*!* !*!**!!!!!!!! !!!!!!!! !**!!!!!!!! ! ! *!!!!!!!!!!!!

logo ENRSSTI ILNPAPDES ILETNQTPYIVGATADHQRVLAAGAKGQTI
VYARGHQGLEINVGQRYAI

VYREGEQPYVYFLTDNKQGKKHYSTALGI
LE I

L
L
NQVASGI

VAV
NTDB id 345136 C9E88 RS01075 WP 106985327.1 ERSSIINPESLEQTPYIVGAADHRVLAAAGQTVYARGHGLEVGQRYAIYREGQPYVLTDNQGKKYTAGLEINQVASGIAV 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !*!****!* *!!!!!! !!*!!!!* !!!*!!!!*!! !!!!!*!!!! !! !!! !!!** !*!* !!!!!*!!

logo

R
S
G
SEKNDITTLELTDSTYNTAGEVRRGDRVLMPEEYDQAPMTLPTLVFYPTVDHAKNNQVTDSGGKS I IVRVLMGS IGRTAAI

K
H
NSVVTI

LDRGSTSTQGI
VQAVG

NTDB id 345136 C9E88 RS01075 WP 106985327.1 RGENDITTLELTDTYTGEVRRGDRVLPEYDPMLPTVFYPTHANNVTSGGSIVRVLGSIGTAAIHSVVTIDRGSSQGVQAG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!!!!!!!!*! *!!!!!!!!*!! * !!!*!!! *! *!! !! !*!!*!!!! !! *!!!!*!!!**!!*! !

logo

Q
YVFDS IVETDQKQGDE I

S
I
V
N
RDPKTKRERVIQLPDGQQRI

VGQS ILMVFKRTFDNQLSYAYVLESDELP IKVGASS IQPSPLQFMDND
NTDB id 345136 C9E88 RS01075 WP 106985327.1 YVFSVEDKGDIVNDPKTRERIQLPDQRVGQIMVFKTFDNLSYAYVLESELPIKVGASIQPPLMDD 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !! * !* * !!!!*! !!!! ! *! *!!!*!!!*!!!!!!!!!*!!!!!! !!!*! !

X non conserved

X similar

X ≥ 50% conserved


