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NTDB id 625 LCA RS02525 WP 011374196.1 EIYGPESSGKTT JE VJ4Q[eIe T AN IDAEA DPIAYARWALGVN D LL SQPD 140
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NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINGQKINGGUASAF IDAEHALDNAYY AN G VNiK D L SQPDRAGEQALEIW 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKINGGNASAF IDAEHALDEASIY ANSHI.GV i L SQPD GEQALEI)N 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ANSIL.GV i L SQPD GEQALEI)H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHA.DYALG N EL SQPDIYGEQALETIFY 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDIGEQALEI[¢ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOGAF DAEHAIRDPUIY AISNL G VI SQPD GEQALEI[# 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIRDPUIY AISYL GVIY SQPD GEQALEI[¢ 140
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NTDB id 1165 A1552VC RS01565 WP 000344154.1 [SANEEEANcIcIel Gy SQPD GEQALEI[¢ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT SQPD GEQALEI[Y 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT SQPDBIGEQALETIlN 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT SQPDINGEQALEIFA 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpy 139
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