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NTDB id 345037 Len3610 RS02350 WP 176446541.1 MAKATKELPKRSEIPEERKWKLDDIFATDEDWEQELKSLQNDLPAIEKFQGKLADSAQNLYDALQLQDELSERLGKLFTY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ......MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVY 74
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NTDB id 345037 Len3610 RS02350 WP 176446541.1 AHMRSDQDTTNSTYQAMDAKAENVLTVASSTMSFIVPEILAMDESKLQNFLEEHEDLKFYEHVLDEISRQRPHVLSEKEE 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAE 154
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VRKAGAFYEKAMYEGTYEGKQF IQHNTFYAQSTLAQ
NTDB id 345037 Len3610 RS02350 WP 176446541.1 ALLAEASEPMSSASNTFGMLNNADLTFPSIKNENGEEVDLTHGRYIGFMQSTDRNVRKAAFKAMYETYGKFINTFASTLA 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQ 234
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logo GTVVKAVDHNFYDQAKVHRHYDNSARHQAALADASNFNIPEESVYDNSLLVEASVNEKHRLPLLHRYLQDRLRKKQVLAGLVDELHKMYDVYATPLSVENTAEDMTATFL
NTDB id 345037 Len3610 RS02350 WP 176446541.1 GTVKADNFDAKVHHYDSARQAALDSNNIPEEVYDNLVEAVNERLPLLHRYQRLRKQVLAVDELHMYDVYAPLVENADMTF 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETE.TAL 313
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MLLNWQDKTLDDNLFTLAVHELTGHSLH
NTDB id 345037 Len3610 RS02350 WP 176446541.1 SYEEAQKYVLEGLKPLGDDYVNVLKEGFGSRWIDVEESKGKRSGAYSSGAYGTHPYILLNWQDKLDDLFTLAHELGHSLH 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLH 393
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NTDB id 345037 Len3610 RS02350 WP 176446541.1 SYYTHKHQQFRYGNYSIFVAEVASTTNEALLNDYLLNNVDDEKEKLYLLNHFLEGFRGTVFRQTMFAEFEHEIHKRAQNG 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 STFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASG 473
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LYAHDLNEKKYYGNDLDKAVEVDSDNDYE IGQFKEWAER IPHFYMNYYVYQYATGFYASAASTTYLADEKI LVHNGETEEGADKVDEARYLDTYLKA
NTDB id 345037 Len3610 RS02350 WP 176446541.1 EALTAENLTAIYHDLNKKYYGDDVVSDDEIGKEWARIPHFYMNYYVYQYATGYSAATTLADKILNGEEGAVDRYLDYLKA 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKA 553
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NTDB id 345037 Len3610 RS02350 WP 176446541.1 GSSDYPIEVLKKAGVDMTSKEPILSALDVFEEKLNEMEKLLLNE.... 604
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!*!!*!!!!!!!! *** ! !!!**! !*! !* ****
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