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NTDB id 1028 TT RS08215 WP 011173991.1 VATEAAITKLIERFYGKAELSEIAKEFAK...........................KQAEEEVPSPLELDESAAQKFVKQ 513
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LADHRALQAAIRRLYGRSIQGAANQGKE................ISQDELANLVKVSDDELQSIEDLSQDDSPVSRFINQ 188
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NTDB id 1028 TT RS08215 WP 011173991.1 VIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYS.TLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYRE.GAIDV 591
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NTDB id 1028 TT RS08215 WP 011173991.1 ERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARRKGMKTLREDGLYKALQGITTLEEVLARTIE....... 889
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF....... 562
NTDB id 344916 SynWH8101 RS00100 WP 130128060.1 PHCQGSGYRGRVGVYEVLRMNEELATAVARGATTDVIRRLALESGMTTLLGYSLELVRRGQTTLEEVGRMILTDAGLESE 512
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consensus *** *** *** ** ********* *

X non conserved

X similar

X ≥ 50% conserved


