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LML LTS 3 SN RS YD1 YR SRR

MKKKLLNYLILLACLATVSVSCSGSAQAAVLIIDDYPFSWKYGGFGVDPWTMYWRQCTSFAAYRLSNTNGFTLPIGYGNAITWGNI
MKKKLLNYLILLACLATVSVSCSGSAQAAVLGDDYPFSWKYGGFGVDPWTMYWRQCTSFAAYRLSNTNGFTLPIGYGNAITWGNI
MKKKLLNYLILLACLATVSVSCSGSAQAAVLGDDYPFSWKYGGFGVDPWTMYWRQCTSFAAYRLSNTNGFTLPIGYGNAITWGNI

AR IS AV R DT RS AHLE

ARANGYRVDMNPAVGSIAWFSAGVNGAGHMGHVAWVAEVHGDQVTIEEYNYDAGQGPEKYHKRSFHKSQVSGYIHFKDLESGTQN
ARANGRIRVDMNPAVGSIAWFSAGVNGAGHMGHVAWVAEVHGDQVTIEEYNYDAGQGPEKYHKRSFHKSQVSGYIHFKDLESGTQN,
ARANGYRVDMNPAVGSTIAWESAGVNGAGHMGHVAWVAEVHGDQVTIEEYNYDAGQGPEKYHKRSFHKSQVSGYIHFKDLESGTQN

TR TELA TP LD TR AL

GNPTNSSIKVGDSVRFTGTFRVTSVSGNTITSODLAGGIPTKHNIVDPSPVLEVDABIGNPTSDQYLNPGETFTIPGNFKVLAIDP)
GNPTNSSIKVGDSVRFTGTFRVTSVSGNTITSQDLAGGTPTKHNIVDPSPVLEVDAQGNPTSDQYLNPGETFTIPGNFKVLAIDP
JIMNPTNSSIKVGDSVRFTGTFRVTSVSGNTITSQDLAGGTPTKHNIVDPSPVLEVDAQGNPTSDQYLNPGETFTIPGNFKVLAIDP

G LATTONH

PSDGILVQIGNLKTWVTQSVLEKI 279
PSDGILVQIGNLKTWVTQSVLEKI 279

PSDGILVQIGNLKTWVTQSVLEKI 279
N

K non conserved
B similar
>50Y% conserved

170
170
170

255
255
255



