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NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQ 47
NTDB id 1293 VP RS12240 WP 005479695.1 .................................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSS 47
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSH 47
NTDB id 1110 NGFG RS09235 WP 003689817.1 .................................MSVGLLRILVQNQVVTVEQAEHYYN.ESQAGKEVLPMLFSDGVISPK 46
NTDB id 1251 GCO85 RS07725 WP 011946523.1 .........................MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAE 55
NTDB id 344013 EWH46 RS02620 WP 149502534.1 MRFSPSDPCLPPFATVSVILAVAAEILPDGPASTLSGVARVLVLAGKLPSRIAEDLSRVARDQRRSFVSAVVGANALSAY 80
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .........................MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPS 55
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .........................MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPL 55
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ELTEQLSHIFGLPETDLSRYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATGLQVELALAD 127
NTDB id 1293 VP RS12240 WP 005479695.1 ELAEHLSSIFGLSQPELSQYEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATGLQVELVLAD 127
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ELTEHLSSVFGLSCTSLNQYEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATGLQVELVLAD 127
NTDB id 1110 NGFG RS09235 WP 003689817.1 SLAALIARVFSYSILDLRHYPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAGIAVELVIVE 126
NTDB id 1251 GCO85 RS07725 WP 011946523.1 QIALTAAQNFGVPMLDINCIDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVE 135
NTDB id 344013 EWH46 RS02620 WP 149502534.1 DLACSLSQVLGLPLLDLDAIDINRLPQNLVDARTLSQYQVLVLGRRGSRLFIGGADPTDQEAVDRIKFATQLTPEWVVLE 160
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LLAETISAEFAEPYFDLDVYDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSKLLVEPVIVE 135
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TIAEIISLEFGEPLLDLGVFDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSKLKVEPIIVE 135
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 HRALQAAIRRLYGRSIQGAAN.....QGKEISQDELANLV..KVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASD 200
NTDB id 1293 VP RS12240 WP 005479695.1 FRELSTAIRRLYGRSLSHEKS.....GLKEINQEELASLV..DVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASD 200
NTDB id 1401 DSB67 RS12665 WP 010643259.1 FRELTAAIRRLYGRSLGQEKS.....GLKEINQDELAGLV..DIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASD 200
NTDB id 1110 NGFG RS09235 WP 003689817.1 DDQLAGLLDWVGSRSTSL.L...QELGEGQEE............EESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASD 190
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TDKLSALIDNLLTAKESQGLSEYVE.DSGDLEGLEISA....D.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASD 209
NTDB id 344013 EWH46 RS02620 WP 149502534.1 YDKLARIVDAKSTSAGDA.LDSIVSSGDFDFEVEEQDA......GTKADDEVASAEVEDAPVVRFLQKMLVDAINMRASD 233
NTDB id 1058 ABD1 RS01615 WP 001274986.1 HHKLEKVLGQHF...........AEESSFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASD 204
NTDB id 1018 ACIAD RS01685 WP 004920473.1 HDKLERLLSEHF...........VEETHFNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASD 204
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 IHFEPYENQYRIRLRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWG 279
NTDB id 1293 VP RS12240 WP 005479695.1 IHFEPYEKMYRVRLRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFG 279
NTDB id 1401 DSB67 RS12665 WP 010643259.1 IHFEPYENMYRVRLRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFG 279
NTDB id 1110 NGFG RS09235 WP 003689817.1 IHFEFYEHNARIRFRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFG 270
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IHFEPYEREYRIRYRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAG 288
NTDB id 344013 EWH46 RS02620 WP 149502534.1 LHFEPYENTYRVRFRIDGELREITQPPIAIKDKLSSRIKVISKLDISEKRVPQDGRMKLKFG..SKAIDFRVSTLPTLFG 311
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LHFEPYEKSYRVRYRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFG 283
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LHFEPYEKSYRVRYRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFG 283
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 EKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINL 359
NTDB id 1293 VP RS12240 WP 005479695.1 EKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINL 359
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYL 359
NTDB id 1110 NGFG RS09235 WP 003689817.1 EKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINL 350
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKV 368
NTDB id 344013 EWH46 RS02620 WP 149502534.1 EKIVIRILDPSSARLGVDALGYERDEKERLLSAVRRPYGMILVTGPTGSGKTVSLYTCLNILNQPGVNISTVEDPAEINL 391
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINL 363
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINL 363
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 SGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFN 439
NTDB id 1293 VP RS12240 WP 005479695.1 SGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFN 439
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFN 439
NTDB id 1110 NGFG RS09235 WP 003689817.1 PGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFN 430
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFN 448
NTDB id 344013 EWH46 RS02620 WP 149502534.1 PGVNQVNVNDKAGMNFAVALKAFLRQDPDVIMVGEIRDLETADIAIKAAQTGHLVLSTLHTNDAPTTLTRLLNMGVPAFN 471
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFN 443
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFN 443
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 LASSLSLIIAQRLARRLCKHCKIA.VRPSALLQSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTEL 513
NTDB id 1293 VP RS12240 WP 005479695.1 LASSLSLIIAQRLARKLCPYCKQP.QEHTVQL.QHLGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESL 512
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LASSLSLIIAQRLARKLCPYCRQP.QEPNSQL.QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESL 512
NTDB id 1110 NGFG RS09235 WP 003689817.1 IASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEM 509
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKEL 525
NTDB id 344013 EWH46 RS02620 WP 149502534.1 IAASVILITAQRLARRLCENCKAP.ADYPREALLRAGFAADDLD.GSWRPYRAIGCSACN.NGYRGRVGLYQVMPITEAV 548
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IATSVNLVIAQRLARRLCSQCKIP.ADIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEI 521
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IATSVNLVIAQRLARRLCSQCKRP.IQVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEI 521
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 AEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 SEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 QRVIMNNGTEVGILDVAYKEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GQLIMSGGNSLDILKLAQSEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 344013 EWH46 RS02620 WP 149502534.1 QRIILAQGNAIDIAEQARRDGVRDLRQAGLLKVRHGVTTLEEVISVTNQ 597
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SKIIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SKIIMEDGNALEIAATAETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
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