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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 343995 ELE36 RS03895 WP 129831847.1 ..MSKPSALVIDDERDIRELLDITLSRMGLQVDAVGNVADAKQKLATQRYALCLTDMRLPDGSGQELVELIARAHPDTPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
consensus **** *!**!!! !***!***!!*!!** * * *! *!***** ***!!!!**!!!!!!**!! * * *!*!!*
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 343995 ELE36 RS03895 WP 129831847.1 AMITAHGNMDAAVTALKAGAFDFVSKPVDLGILRRLVQTALKLGESRRGMPVIDA.ASKLLGNSAAMQLARATIGKLARS 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA..PV.DNRLLGESPPMRALRNQIGKLARS 155
consensus !**!!*!**! !* !!!!!!!!!**!!!*** !* !***!!** * * * *!*! ! *** *! !*!*!!!

logo QAPVFYVITSGESGSTVGKEVLAVANRLVIHRELQSGNPRAISSEAGRAPF IVAP I
VNCGAIPTSELMESELFFGHRKKGSFTGAHITAEQDKDQGL IFKLQASVAHQSGGSTLFLDE

NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 343995 ELE36 RS03895 WP 129831847.1 QAPVYISGESGVGKELAARLIHEQGPRASAAFVPVNCGAIPSELMESEFFGHRKGSFTGAHADKDGLFKVAQGGTLFLDE 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
consensus !!!!***!!!!*!!!**!*!*!****! ***!***!!!!!!*!!!!!!*!!!*!!!!!!! !!*!!* ! !!*!!!!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 343995 ELE36 RS03895 WP 129831847.1 VAELPLHMQVKLLRVIQEKAVRPIGGRDEVPVDVRILSATHKNLEALVANNTFRQDLYYRINVIELHMPALRERREDVPL 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
consensus *!*!!* !!!!!!!**!!!**!**!* *!* !!*!***!*!**!***!****!!!!!**!**!**! *!*!!!!*!!**!

logo LAAENHRFIV I
L
E
K
Q

K
R
I
L
C
A
M
G
D
E
G

S
T
W

D
E
G

A
L
T

Q
P
A
P
A
K
P

K
Q
RLTEGPDAAELQAETAKYLKLNANQQYDHRFPGNVRELRENI

M
I
LERAYIATLSCENDADGQTVIDEQAIPGHSHDLHRPLAADPALQAPRAGSANR I

S
T

A
Q
E
P
G
N
S

N
A
N
P
F
M
A
S
S
T
A
SA

NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI..SNPFASAA 398
NTDB id 343995 ELE36 RS03895 WP 129831847.1 LAARVLERLAGGSDAQ.PKLTPAALAALNAYDFPGNVRELENILERAIALCENGVIEAGDLRLAAQASRTAPNANMSTSA 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEGA...... 389
consensus !! *** ******* * *!! *! ! ** !!!!!!!!*!**!!!**!*!** !* *!**! * * * * *
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 343995 ELE36 RS03895 WP 129831847.1 ASVDPE.DEDDDDNSNGPVHLDEYISQIERETIEKALLESRYNKTATAKKLGITFRALRYKLKKLGID....... 463
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ............ASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus ** * !**!***!!******!! ****!*!**!**!!*!!!**!!*!!!*!*!

X non conserved

X similar

X ≥ 50% conserved


