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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 343870 ET948 RS05485 WP 154115192.1 MGKSLVTGVDIGHHSIKAVVLKLSGDTYSLVSYKEIAVTGDIFADNYTLDYQKIVKKLKELKKSLPLFNRKVSIAVPDNS 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQMR.GNDSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 343870 ET948 RS05485 WP 154115192.1 VISKILQIESDLEPAEQEFAIYQAFSHQSPLPIDDLSLDFIKISDNVLGRSRSATYQVYATRREVVESRISASEKAGLTP 160
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
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logo VLLMVDVHQMSVQHSLGLVRHLIWKQQLAVASKQRAIRFQYPQREKRNPTDKNYWCMLVLDIRGSYLSTNQSSFLTCMLFDTFEIPDEQGKAEML
PFCHYKDEFIVPCLGSTRQTWFLTEGNQSELTEFPSQAPQDEVGNPLSHLDNHVASVDLPLDALSHQSDTVADP

NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQQDPL....VDDAQVA 235
NTDB id 343870 ET948 RS05485 WP 154115192.1 VLLDVQMHSLVRIWQQVSQIQQ.RTNWMLLDIGYSQSSLCLDFIDKAPFCKEIPLGTRWFNQTEQPEGSHDVASLDSSTD 239
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRAYR.RPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNH..PLLHDP 237
consensus !!*!!***!!***!***** * * **!*!!****!!***** ** *! !**!*!*! * * * * *
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 TEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQH 315
NTDB id 343870 ET948 RS05485 WP 154115192.1 VQAFNQEFVERLARQIQLFTSVHGTHSLAGIWLSGGGASISGLAEAISERLALPCERFTPLSIFSHKLNKRRRTLNEQQR 319
NTDB id 1171 A1552VC RS12125 WP 000520444.1 TQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQR 317
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logo FTSATAAGLAVLRGLIAEQWLGEGSDEGNHVAVASH
NTDB id 1404 DSB67 RS14000 WP 010643494.1 FTAAAGLAVRGIQWLGGDNAVSH 338
NTDB id 343870 ET948 RS05485 WP 154115192.1 FSTAAGLALRGIEWLESGHAA.. 340
NTDB id 1171 A1552VC RS12125 WP 000520444.1 FSTAAGLALRGLAWLESEHVA.. 338
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